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Pedepar 3a u3doop npod. np Bragumupa bpycuha y UHOCTPAHOTI unana AUHC
1. Buorpadcku nogauu

Bbuorpaduja Kanaunara (npujasa: crpase 3 u 7) npe3eHTUpaHa je jaCHO U TauHO (TIPOBEPEHO).

Bragumup Bpycuh pohen je 19. maja 1959. romune y Beorpany. Juminomupao je 1983. rogune Ha MammHcKkoM
¢dakynrery Yuusepsurera y beorpany (YB) cmep 3a Menuruacko ManmHcTBO. Maructpupao je 1987. roaune je y Llentpy
3a MyJNTHUANCIUIUINHAPHE cTynuje Yb m3 obnact OGHOMEIUITMHCKOT MalIMHCTBA. HaKOH MarucTpupama, IIKOJIIOBAmkE je
HACTaBHO je Y MHOCTPaHCTBY: U3 obmactu uupopmaruke (Graduate Diploma in Computer Science-1991, Master of Applied
Science in Information Technology-1997) u 6usuuca (Master of Business Administration-2001). JIokTopcky mucepTarjy,
n3 obmacti 6momHpopmaruke, ogdpanuo je 2001. ronuae Ha La Trobe University (MenOypH, Aycrpanmja).

Ox 2018. roquae Kangunat je y 3Bamy pemoBHOTr npodecopa Ha University of Nottingham Ningbo China, rae je u
mupektop Laboratory of Smart Medicine. Tlpe Tora, y 3Bamy pemoBHOT mpodecopa 610 je aHra)koBaH Ha YHHBEP3UTCTHMA
y CAJl, Aycrpamuju u KazaxcraHy, IOK je y 3Bamy BaHpeaHOr mnpodecopa OMO aHra)XoBaH Ha YHUBEP3UTETHMA Yy
Aycrpammju n Cunramypy. Kanmunar je rocryjyhu mpodecop na ynusepsuretnma: Griffith University-Aycrpanuja,
Kumamoto University-Jaman u Boston University-CAJl (https://research.nottingham.edu.cn/en/persons/vladimir-brusic).
OcumMm Ttora, Kanmunar je y nepuoay 2006-2014 6uo aupekrop OuomHpopmaruke y LleHTpy 3a BakuuHy NpPOTHB paka
(“Cancer Vaccine Centre, Dana-Farber Cancer Institute Yausep3utera Xapsapi, bocToH; npujasa: ctpana 48).

Panosu Kannnnara myGnnukoBaHu Cy y HajIpeCTH)KHUJUM Hay4YHHM 4acomucuma: Tpu pana y Nature Biotechnology
(https://doi.org/10.1038/nbt1098-966, https://doi.org/10.1038/nbt.2777 wu https://doi.org/10.1038/nbt.3344) jeman panm y
Nature (https://doi.org/10.1038/nature01266) jemau pax y Science (https://www.science.org/doi/10.1126/science.1112014)
u kpatko caomreme y Nature Medicine (https://doi.org/10.1038/nm0595-388).

Kangumat nma nBa matenra peructpoBana y CAJl, xao u jemaH mareHT peructpoBaH y Kuan. Ocum Tora, mMa u
IIeCT MaTeHTHUX MpujaBa y Kunu (mpujaBa: ctpane 33 u 34).

[{uTHpaHOCT HaydyHOUCTpaXWBaukux pesyirata Kanpumarta, kao u Xupmos unaexc (H-index) Bpio cy Bucoku:
WoS: 6poj umrara pagosa: 11,788; 6poj nurata matenara: 490; H-index=47; Scopus: 6poj uwurara: 12,841;
H-index=48; Google scholar: 6poj nurara: 19,167; H-index=61. (asxypupanu moaiy: cajToBM Ha CTpaHu § mpujase).

Kanauaat je moyacHu TOKTOp Hayka, yBpiiheH je Ha ,,CTeH(OPACKY JUCTY® U CBpCTaH je mely HajuuTupaHuje
KHHECKE HayuHHUKe (0lesbak 5. pedepara).

3axBasbyjyhu NpHpOAHOM Japy M KapakTepHHM OcOoOMHaMa, MyITHAMCIMIUIMHAPHOM o0pa3oBamy y oOnactu
TEXHUKE, Ka0 W o0Opa3oBamy y obmactm OmsHmca, Kanmumar je ycmemHo 00aBipao (QyHKIHMjEe INeKaHa, AUPEKTOpa U
pyKoBoanona 1abopatopuja, kKao u karenpe (mpujasa: ctpaHa 48).

2. Hay4yHu pe3yJaratu

Kowmucuja je neraspHO mpoBeprira ooumHy oubmmorpadujy Kanannara u carmacHo [IpaBmmHuKy 3a n300p y HaydyHa
3Balba MHHHCTapCTBa 3aIy)KEHOT 32 HAyKy, M3BpIIIJIA KaTEropH3allMjy HayYHOMCTPaXHBAYKHX pesynrata Kannmunara,
kopuctehu mpu TomMe o3HauaBame ,,c. pOc/p. pop* (c.=cTpaHa mpujaBe; poc=penHu Opoj cTpaHe; p.=pax; poOp=penHu Opoj
pana Ha ctpanm). Pesynratu kateropuje M14 (ykymHo ocam; c. 9/p. 1-8) ucnpaBHO cy KaTeropucaHu, 0K jelaH pe3ysrar
M12 (c. 9/p. 1) npunana kareropuju M17. Y kareropujy M21(a) - ykynHo 49 pasoBa - cBpcTanu cy cieaehu paioBu: c.
10/p. 3-6, 8, 9; ¢. 11/p. 10-17; c. 12/p. 18-22, 25, 26; c. 13/p. 27, 30, 31,33, 35-37; c. 14/p. 38, 42, 43, 4, 5; ¢. 15/p. 11,
13-16; c. 16/p. 18, 20, 24, 25, 27; ¢. 17/p. pan 5; c. 20/p. 1; c. 21/p. 6; c. 24/p. 7; ¢. 26/p. 7, 9. Y xareropujy M21 - ykynHo
56 pamoBa - cepcranu cy cieaehu pamosu: ¢. 12/p. 23 u 24; ¢. 13/p. 28, 29, 32, 34; c. 14/p. 39-40, 3; c. 15/p. 8-10, 17;
c. 16/p. 21-23, 28, 29; c. 17/p 2-4, 6-11; c. 18/p. 13, 15, 19-21, 24; c. 19/p. 26-32; c. 20/p. 36, 38, 39, 5; c. 21/p. 3, 8, 9;
c. 22/p. 12; c. 23/p. 25, 26, 29, 2/M23; c. 25/p. 20; c. 27/p. 23; c. 28/p. 31. YV xareropujy M22 - ykynHo 27 pajgosa -
cBpcranu ¢y cienaehu pajgosu: c. 17/p. 1; c. 18/p. 14, 16, 18, 22, 23; c. 19/p. 25, 33-35; ¢. 20/p. 37, 40, 4; c. 21/p. 1, 2, 4-7,
10; c. 22/p. 13-15, 18, 20; c. 23/p. 28, 1. ¥V kareropujy M23 - yKymHO ocaMm pajioBa - CBPCTaHHM cy cieaehn panoBu:
c. 10/p. 2; c. 20/p. 2, 3; c. 22/p. 16, 21; c. 23/p. 2; c. 24/p. 13; c. 26/p. 5. Y kareropujy M23 - ykynHo 23 pajia - CBpCTaHH
cy cuenehu pagosu: c. 14/p. 2; c¢. 15/p. 12; ¢. 17/p. 12; c. 18/p. 17, c. 21/p. 11; c. 22/p. 17, 22, 23; c. 23/p. 27, 1, 3, 4;
c. 24/p. 5, 8, 10-12, 15, 16, 18, 19; c. 26/p. 8; c. 28/p. 30. PagoBu obuma =< JiBe cTpaHe CBPCTaHU Cy y Kareropuje M25 -
yKyIHO yetupu pana (c. 10/p. 7; c. 15/p. 7; ¢. 16/p. 19, 26) M26 - yxymnHo aBa paga (c. 22/p. 19, 24) u M27 - ykymHo 1sa
pama (c. 10/p. 1; 14/p. 1). Kaugumar uma cegam pesyirata kareropuje M28(6) (mpujaBa, cTpana 25), jemaH pesyirar
kareropuje M31 (c. 25/p. 1/M31) 52 pesynarara kareropuje M33 (c. 25/p. 1/M33, 2; c. 26/p. 3, 4, 6, 10-13, 15, 16;
c. 27/p. 17-20, 22, 24-27; c. 28/p. 28, 29, 32-38; c. 29/p. 39-49; c. 30/p. 50-10) 13 pesynrara kareropuje M34 (c. 31/p. 1-6,
8-11; ¢. 32/p. 12, 13,15) u yetupu pesyarara kareropuje M51 (c. 24/p. 6, 9, 14, 17). U3 kareropuje M80, Kanauaar nma
10 jeaH pesynrar u3 kareropuja M81 u M85 (c. 33/p. 1,2) u mwecr pesynrara u3 kareropuje M86 (c. 33/p. 1/M96, 2/M96;
c. 34/p. 3-6) nox u3 kareropuje M90 mma Tpu pesyirara u3 kareropuje M91 (c. 33/p. 1-3). Unaukartop HayuHe
KomrieTeHTHocTH KaHnnnaTta usHocu:

iNk=8M14+M17+49M21(a)+56M21+7M22+8M23+23M24+4M25+2M26+2xM27+7M28(6)+M31+52M33+13M34+
+4AMS51+M81+M85+6M86+3M91=8x4+3+49%x10+56x8+27x5+8%3+23%3+4x1,5+2x1+2x0,5+7%2,5+3,5+52x 1+
+13x0,5+4%2+8+2+6x1+3%16=1361,5, mro je 3a 19,5 nyra Beha BpeanocT o MuHUMaNHE BpeAHOCTH INKmin=70 (3a
METOTOAUIIELH TIEPUO) OTpeOHE 3a M300p y 3Bambe HaydHOr caBeTHHKA ([IpaBHIIHUK).

Haj6ospux mer Hayunux pesynrara (c. 4/p. 1-5; p.1: https://www.science.org/doi/10.1126/science.1112014; p. 2:
https://doi.org/10.1038/nbt.3344; p. 3: https://doi.org/10.1038/nbt.2777; p. 4: https://doi.org/10.1186/1471-2105-9-S1-S18;
p. 5: https://doi.org/10.1016/j.ipm.2022.103167) uuju Cy KpaTKu ONMKCH JaTH y TpHjaBu (CTpaHa 4) MUTHPAHH CY YKYITHO
3776 myTta (Scopus). Kanauaar je pykoBoAHO TUMOBHMA 32 peai3annjy IMyHoIomkux (p. 1) u 6monadopmatnakux (p. 2)
UCTpaXXMBamba, WK je OMO MICjHU TBOPALl M Peallu3aTop UCTpaxuBama (p.3-p.5).
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IMogamm o mateHTHMa naTH cy y onesbky 1. pedepara. Kanampar je 6uo pykoBoamiial JEBET M yYeCTBOBAO Yy
peanusamuju 18 mehyHapomuux mpojekara (mpujaBa: ctpane 43-45). Peuensensupao je Bumie o 100 mehyHapomHux
UCTPaXXMBAYKHX TpojeKara (GUHAHCHPAaHUX O] CTpaHe (HOHIAIM]a/MHCTUTYLIMja U3 BUILE TEXHOJIOUIKH Pa3BHjEHUX 3eMaba
(CAJ, Kanana, EY, Benuka bputanuja, Pycuja, Aycrpanuja, Uspaen, Cunramyp-npujasa: ctpane 36 u 49) kao u BHIIE 0
10 peuensuja 3a Boaehe cBercke HayuHe 4yacomuce (mpujaBa: ctpane 35 u 36). Kanauzaar je ydectBoBao y ypehusawy n
010 4aH ypeqHHINTBA IIeT PCHOMHUPAHUX HAYYHHX YacOIHCa, TOK TPEHYTHO ypehyje jenaH u 4iaH je ypeaHHIITBA jeTHOT
peHOMHUpaAHOT Hay4HOT dHacommca (TipujaBa: ctpaHa 25). buo je wmaH m pykoBoamiam HAay9IHO-CTPYYHHX IpPYIITaBa
(mpmjaBa: ctpane 36 m 49). Ocum TOTra, OWMO je TpeICceAHWK MPOorpaMcKOr oxbdopa deTHpu MehyHapoaHe HaydHE
koHpepermuje (MHK), nmpencennuk oprarmsanmonor oxbopa mer MHK, cekperap mporpamckor onbdopa gernpu MHK,
cekperap oprarmzanuoHor onoopa dernpu MHK, anman nporpamckor ogdopa 29 MHK u uman opranusammoHor ogbopa
mBe MHK (mipujaBa: ctpane 45-48).

Kannunar je dpopmupao nse Hayune naboparopuje Ha yHusep3ureruma y CAJl n Kunu, kao u 1Be ucTpakMBadke
rpyne Ha yHuBep3uteruma y Cunranypy u Kunu (npujaBa: crpana 37). [logaum o pykoBohemy HaydYHOUCTpa)KMBAUKUM
MHCTUTYLMjaMa/OpraHu3alliOHUM LIeIMHaMa, JIaT! Cy Ha cTpaHu 48 npujase.

Bucoka UTHPaHOCT, Ka0 ¥ BpeaHOCT XUpPIIOBOr (akTopa (1ato y omesbky 1. pedepara) mocienuia cy, npe caera,
BHCOKOT' KBaJIUTETA PaJiOBa, ajli M YMIHEHUILIE J1a Cy JOMUHAHTHE HCTpaxuBauke oOnactu Kannunara (6nomHpopmaTHka,
BEIlITaYyKa WHTEIUICHIIMja) Y TPETXO/AHE TPU JeLeHHje, Ka0 U JaHac, BpJIO aKTyellHe W JUHAMHUYHE, IITO Pe3yiTHpa H
pETaTHBHO BHCOKOM MPOJYKIWjOM pajgoBa Ha TI0OaJHOM HHBOY. O HM3BPCHOCTHM HAYyYHOUCTPa)KMBAYKUX pe3yjTara
Kannunarta yne4aT/buBO cBelove NIPU3HAKa HaBeIeHa Yy OlIeJbKY 5. pedepara.

3. Un:xemepcke peasimzanyje

Kangunar je ygectBoBao y pasBojy Buiue on 20 codhTBepckux cucTeMa M 0asa mojaTaka, Kao ¥ HeT NPOTOTHIIOBA
npousBoja (mpujasa: crpana 3). PykoBoaHO je M3pajoM CBUX IET PeNpe3eHTATUBHUX MHXKCHEPCKHX pealu3aluja, Koje ce
oIHOCe Ha HMH(POPMATHYKE CUCTEME NPUMEHEHE Yy BaKLIMHOJIOTHjH, HMYHOJOTHjH, aleproJIoTHjH, MHKPOOHOJIOTHjU
(c. 4/p. 1-3) ananu3u mnaHgeMuja CBUECKOT Tpuma u kopoHaBupyca COVID 19 (c. 4/p. 4) xao ¥ 3a MOHHUTOPUHT
3IPaBCTBEHOI CTama KapAHOJOUIKUX maijeHata Ha KyhHoj He3u (c. 4/p. 5). Hoa peiera, 3aCHOBaHAa Ha MaIIMHCKOM
yuemwy, Koja je Kanaurar ocMHCIIMO M 4YHjU je KOHLENT Y NMpakcd Bepu(UKOBaH, JaHAC ce, HIMPOM CBETa, KOPHUCTE 3a
aHaM3y BHpyca W pa3Boj BakiuHa. Heka o THX peliema NPUMEHYjy Ce 3a pa3BOj METOJa 3a JiCUCHhe paka U y
JINjarHOCTHUIIY Kap/IMOBaCKyJIapHUX OOJIECTH.

3Hayaj MHKEHEPCKUX peann3anija (YKIbydyjyin U maTeHTe) nako je ped BpXyHCKOM CBETCKOM HUBOY, MambH j€ O
3HayYaja Hay4HUX pe3yirara. OpHjeHTaMOHH MIPOLEHTYaIHH OJHOC JlonpruHoca: 60% Hayka, 40% HHXEHmhepcTBo.

4. Octa/u nokasarTe/bu ycnexa

Kanmunmar je apkao HacTaBy Ha CBHM HHMBOMMA aKaJIeMCKHX cTyauja (mpujaBa: crpaHe 40-42) m 6mo menrtop 11
JOKTOpaHaJa Koju cy IucepTanuje oA0paHWIN Ha PEHOMHUpPAHUM CBETCKUM yHUBep3uTeTUMa. Hajooseu melyy muma nanac
Cy peloBHH/BaHpeAHH Npodecopr Ha yHuBep3uTeTumMa Okcdopa, BoctoH, laHCKM TeXHHYKH YHHUBEP3UTET U Y HUBEP3UTET
Hayke u TexHojoruje Jloxa Karap. MeHTop je u ceiaM JOKTOPCKUX AMCEpTaIlja YHja je upaaa y Toky. Ocum tora, Ouo je
u MeHTOp 14 Mactep pamoBa u 27 IUIIOMCKHX pagoBa (mpujasa: crpade 37-40).

5. lIpu3nama u Harpage

2005-TTouacuu moxropar Semmelweis University School of Medicine, By qummenira (ocaoBan 1769. roaute)
https://semmelweis.hu/research/scientific-excellence/honorary-doctors/
https://semmelweis.hu/hirek/files/regi_honlap/inst207/honoriscausacv.pdf

2022-Yepmwhen Ha xapujepHy panr smcry “World's Top 2% Scientists by Stanford University” u3 obnactu
uMyHoJtorHja/0rnonHpopMaTHKa/KIMHUYKa MeauiHa https://doi.org/10.17632/btchxktzyw.6)

2021, 2022-Cspcran Mel)y HajiuTHpaHHje KUHECKE HayYHHKe U3 00JacTH HHPOpMaTuke 1 HHGOPMATHUKUX TEXHOJIOTH]a

https://research.nottingham.edu.cn/en/persons/vladimir-brusic u https://www.sohu.com/a/545366484_467302

Ha ocHOBY cBuX peleBaHTHUX KBaHTUTATUBHMX M KBAJIMTATUBHHX IOKa3aresba, Kommucuja 3axkspyuyje na Kanannar
Yy CBEMy HCIyHhaBa KPUTEPHjyM 3a M300p WHOCTPAHUX WIAHOBA, MpomucaH wiaHoMm 7. [IpaBmiHuKa o m300py w€WiaHOBa
AUWHC.

MUIIJBEKBE U ITPEJJIOT KOMUCHUJE

Ha ocHOBY NpeTxofHO HaBeJeHOI 00pa3iiokKera, BPEJHOBAaWma M OlleHa y OBOM pedepary, Kao M HperieaaHor
KOMIUIETHOT MaTepujana y TmojaHeToj mpujaBu, Komucuja koHcTaryje ma mpod. ap Bmamummp Bpycuh y mormynOoCTH
ncmymana cBe kpurepujyme [Ipasnaanka o n36opy wianoBa AMHC u npemnaxe na ce nzadbepe 3a MHOCTPAHOT WiIaHa.

Beorpan, 03.08. 2024. ron. Komucuja 3a nicame pedepara

onpehena ommykom [Ipencenaumrea AUHC nHa cemuumm 2.7. 2024. ronuHe
A~ 7 o
P UL st Wy i

pod. ap Cpljah Bowmak, penosan unan AUHC
oot
npod. emepuryc Anekcannap Cenmak, penoBau wiad AUHC
akanemuk Muomn Kojuh, penoan wian AMHC
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Hpensor — Baagumup bpycuh

Ha cenqnuimm AUHC - ogesbema mammHckux Hayka 25.6.2024. roguHe, Ha OCHOBY CIIPOBEICHOT TJlacama,
kanauaatr Brnagumup Bpycuh mobuo je morpeban Opoj riacoBa ga Oyje MpEeasIoKeH 3a YUYECTBOBAE HA
KOHKYpCY 3a n360p HoBux wianoBa AVHC 2024 3a uHocTpaHor 4iaHa.

Bpoj umanoBa PamHor cactaBa ojesbema U3HOCHO je 26, pUCyCTBOBaJO je 17 diaHOBa, a KaHIUIAT je
no6uo 14 rmacosa.

Cekperap o/1€JbeHhba MAIIMHCKUX HayKa

D

[Tpod. emepuryc Anexcannap Cenmak



CarnacHoct KaHauAaTa 3a KOHKypuUcakbe.

]Ja, Bnagnmunp Bpycuh, carnacaH cam ca npeasiorom aa byaem KaHAWAOBaH 3a MHOCTpaHor YnaHa AUHC-a.

Ve
Bnagnmup Bpycuh



Bnagumup bpycuh je peposHM npodecop YHusepsutetra y HoTuHremy HuHréo KuHa
(University of Nottingham Ningbo China) od 2018, rae je aupektop Jlabopatopuje 3a
A MNameTHy MeanumHy (Laboratory for Smart Medicine). Mpodecop Bpycuh je ost. PoheH je 19.
V'} = -S4 maja 1959. rogmHe y beorpagy oa oua boxknagapa n majke CnaseHke. iynaomupao je na
- MawmnHckom dakyntety YHuBep3uTeTa y beorpagy Ha oaceky MeamumHcKo MalIMHCTBO
— 1983. roauHe. Maructpupao je Ha LleHTpy 3a MyatuaucumnanHapHe Ctyanje YHuBep3uteta
y beorpagy 1987. roguHe Ha opceKy buomeamumHcko MHxerbepcTBO. MpodecnoHanHy
Kapujepy M cTyauje je HactaBuMo y MHOCTpaHcTBy og 1987. roamHe. 3aspwuo je cneaehe
ctyamje: Graduate Diploma in Computer Science, La Trobe University, Melbourne, Australia
(1991); Master of Applied Science in Information Technology (MAppSci), Royal Melbourne Institute of Technology,
Melbourne, Australia (1996); Doctor of Philosophy (PhD), La Trobe University, Melbourne, Australia. Topic:
Knowledge Discovery from Immunological Databases; Master of Business Administration (MBA), Rutgers
University, New Jersey, USA (Singapore Campus), 2001.

AKagemcKa 3Bama: BaHpegHu Mpodecop: University of Canberra, Canberra, Australia 2002-2005; Nanyang
Technological University, Singapore (2003-2005); National University of Singapore, Singapore (2003-2007).
Mpodecop Bpycuh je mao akagemcko 3Bare PegosHu Mpodecop: Professor of Bioinformatics and Database
Management, University of Queensland, Brisbane, Australia (2005-2009); Bioinformatics Graduate Program,
Boston University, Boston MA (2007-2009), Nazarbayev University, Astana, Kazakhstan (2015-2017). Npodecop
Bpycuh je 6uo Principal Associate in Medicine, Harvard Medical School, Boston, MA, USA (2006-2014).

HayuHe u HacTaBHe agMUHUCTPaTUBHe no3uumje: Mpodecop bpycuh je 1o GpojHUM: Wwed nabopaTopuje, wed
WCTPa*KMBAYKOr 04 CEKa, ANPEKTOP BUOHPOPMATUKE, ANPEKTOP MArnMCTapCKUX CTyAMja, ANPEKTOP LEHTPa, AEKaH,
YNaH Hay4yHo-MCTpaXKMBayKor Beha, n npeaceHUK YHUBEP3UTETCKE KOMUCHUjE 3a ETUKY.

HactaBHe aKTMBHOCTM M NpOMOLMja HAayKe: NpefaBao je Ha Ha CBUM HMBOUMA CTyAuja - MeHTop Yy 11 3aBpLueHux
W cefam akTUBHMX AOKTOPCKUX AncepTaumja, 14 3aBplUeHUX MarMcTapCckux paaosa, U 27 3aBpLUeHUX OUNIOMCKUX
pagoBa. YuecTBoBao je Ha Bulue oa 150 mehyHapoaHux KoHdepeHumja, Kao npenasay, Nnpeaasay no nosusy,
rnasHM npegasay, YnaH opraHusaumMoHor oabopa, OpraHM3aTop, UM opraHUsaTop cekuuje. buo je naun je
TpeHYTHO YnaH ypehusaukor ogbopa mehyHapoaHux Yaconmca, ykbydyjyhn Frontiers in Immunology, Frontiers
in Artificial Intelligence, BMC Bioinformatics, Briefings in Bioinformatics, Immunome Research, Journal of
Immunological Methods, PLoS ONE

Pa3BOjHO-UCTpaXKMBAUKe aKTUBHOCTU: 0b6jaBMo je Buwwe og 240 HayyHux pagoBa (Ckonyc h-uHaekc 48), Tpu
NnaTeHTa M LWeCT NaTeHTHMX Npujaea, Buwe og 20 codpTBEepCcKMX cuctema n 6asa nogartaka, U NeT NPOTOTMNOBA
npoussoaa. Uctparkmeaukm pag MNpodecopa Bpycuha je duHaHcMpaH ca Buwe og 20 MUAMOHA aMepPUUKUX
nonapa (ekBMBaneHTHa BpeaHocT) us CuHranypa, CjeanrbeHnx Ap»Kasa, KnuHe, n EBponcke 3ajegHuue.

Harpage v npusHawa: NouyacHu Joktopat, Doctor honoris causa, (Dr h.c., Honorary Doctorate), Semmelweis
University School of Medicine, Budapest, Hungary, 2005. Mpodecop bpycuh je y roprunx 2% mehy HayuyHMUMMa Y
061aCTM BelUTayKe UHTeNUreHuMje U obpagama CauKe, KAMHUYKO] MEAUUMHU, U UMYHOIOTMUjU NO PaHrupaky
CraHdopa/Encesup (2022 n 2023). Mo Encesnp/LLaHraj paHruparby (2021-2023), Npodecop Bpycuh je y rpynu
HajLMTUPAHU]UX KUHECKUX UCTPAXKMBaYa.

KoHnTakT nogauu: ORCID 0000-0003-0523-5266, e-mail: vladimir.brusic@nottingham.edu.cn , mobuaHu: +86-
134-8423-3271.
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MNpod. ap Brnagumup b. bpycuh, auna. matu. UHXK.
Haj6osbux 5 HayuyHUX gonpuHoca

1. Carninci P, Kasukawa T, Katayama S, Gough J, Frith MC, Maeda N, ..., Brusic V., ..., Hayashizaki Y. The
transcriptional landscape of the mammalian genome. science. 2005 Sep 2;309(5740):1559-63. N®: 30.927, M213,
umTaTa: 2922. Osa cmyduja onucyje ceeobyxeamaH KAMaAs02 A0KAYUja 3a NoYemak U npexkuo mpaHcKpunyuje u
QHAU3Y MPemxo0HO HeudeHMuUGUKOBAHUX KoMraemeHmapHux [AHA uzsedeHux u3 eeHoma Mmuwd.

2. Shukla SA, Rooney MS, Rajasagi M, Tiao G, Dixon PM, Lawrence MS, Stevens J, Lane WJ, Dellagatta JL,
Steelman S, Sougnez C. Comprehensive analysis of cancer-associated somatic mutations in class | HLA genes.
Nature biotechnology. 2015 Nov;33(11):1152-8. N®: 18.263, M21a, untaTta: 470. Onucyje KomrjymepcKu cucmem
Koju omoayhasa ma4yHo nouyuparbe anena Kaace | X/1A-A, b u | eeHa u HGKHAOHO OMKpUBAHE Mymauyuja y 08UM
eeHuma Kopucmehu aa ymepheHe anesne Kao pegepeHue.

3. Brusic V, Rudy G, Honeyman G, Hammer J, Harrison L. Prediction of MHC class ll-binding peptides using an
evolutionary algorithm and artificial neural network. Bioinformatics (Oxford, England). 1998;14(2):121-30. U®:
7.2, M21a, untara: 249. NpBa npumeHa BelTavyKke nHTeaureHumje y getekumjn MXL, knace |l um/baHuxX BakUMHA.

4. Miotto O, Heiny AT, Tan TW, August JT, Brusic V. ldentification of human-to-human transmissibility factors in
PB2 proteins of influenza A by large-scale mutual information analysis. BMC Bioinformatics 2008 Feb (Vol. 9, pp.
1-18). Nd: 4.084, M21, umtaTta: 85. AHaau3a PB2 npomeuHCKUX cekseHyu supyca apuna A, 3a uGeHmugpuxkosare
KoMroHeHmMu adanmayuje Ha MPeHoC ca Y08eKa HA YOBEKA, U PEKOHCMPYKUUja ucmopuje Bhuxosux Mymauuja.

5. Wang W, Li X, Qiu X, Zhang X, Brusic V, Zhao J. A privacy preserving framework for federated learning in smart
healthcare systems. Information Processing & Management. 2023 Jan 1;60(1):103167. U®: 7.466, M21a, uuTtaTa:
29. lNamemHu pa4yyHapcKuU cucmem 3d pasmeHy ¢uzuosaowkKux nodamaka, HazeaH FRESH, Koju ce 3acHusa Ha
“federated learning” u “ring signature defense” 006paHu 00 cajbep Hanada.

Haj6osbux 5 HKerepcKUX fonpuHoca

1. bpycuh Bnagumump ca capagHuumma. CucTem 3a NpegmvKkumjy LM/beBa MMYHCKOT OArOBOpa Ha MpoTeuHe
natoreHa v paka 3a nomoh pasBoja BaKkuuMHa. CucTem ce cactoju og 6ase nogaTtaka, NPeSUKTUBHUX anaTta, u
KOHTpO/IHOT Moayna. OBaj cMCTEM je LWMPOKO KopuwheH Yy UMMYHONOMMjU U BaKLLMHOOTUjN.

2. bpycuh Bnagummp ca capagHuumma. Osaj cuctem cagpxu crtotmHe xumwaga JHK npoba koje npeacrassbajy

KomnseTaH ceT of 1.610 KnnHMYKM peneBaHTHUX XJ1A Knace | BapujaHTU. EKCMepMMeHT ca [0Ka30M KOHUenTa
YK/byumo je 21 y3opaka Kpeu, 18 nnHuja hennja n BuLLIe KOHTpoNa.

3. Bpycuh Bnagnumump ca capagHuumma. Cuctem n metog, 3a 6p3o popmunparbe 6asa nogaTaka ca NpULPYHREHUM
aHaAUTMYKMM anatuma. OBaj cucTem je nomorao dopmupamy feceTrHe 6a3a nogataka 3a WUMYHOJOTUjY,
anepronorujy, n MMKkpobuonorujy.

4. bpycuh Bnagmmmp ca capagHuumma. MatemaTtMykm Moaen ca aHaIMTUYKUM COPTBEPOM 3a aHaIM3Y LUIMPEHbA
enuaemuje u NPUMeHy ennaeMmnoNOLWKMX Mepa. NMprumereH y Npakcu Ha aHanM3y NaHA4eMmuje CBUHCKOT rpmna u
KopoHasumpyca KOBU/-19.

5. Bpycuh Bnagnmmp ca capagHuuuma. MNpototun "Smart Health Home" - cuctem 3a nocmatparbe 3apaB/ba y
KyhHOj He3un ca npumeHoMm y Kapanonorunju. Mpototun "CmapT Xeantx Xome" - cuctem 3a nocmaTtparbe 34paBsba
Yy KYhHOj He3M ca NpuMeHOM Y Kapamonoruju. KomepumjanHu npojekat YHusepauteTa y HotHramy HuHroo Kuna.



PESUME PE3YNITATA

Nme 1 npesnme, atym u mecto poherba, 3aBpLueH GakynTeT, mecTo 1 gatym: Bnagnmup bpycuh, 19.05.1959.
beorpag, YHuBep3utety beorpaay, MawmnHcku pakyntet, 1983.

Tema [loKTOpcKor paaa, meHTop, AaTym u dakyntet: Knowledge Discovery from Immunological Databases, John
Zeleznikow, 2001, La Trobe University, Melbourne, Australia.

3anocnere: HajayrKe, cagalre (MHCTUTYUMja M BpcTa nocna) Hajay»ke: Walter and Eliza Hall Institute of
Medical Research, Melbourne, Australia, 1989-1998. Ctapuju nporpamep - 6uonHdopmatmyap. Cagawime:
University of Nottingham Ningbo China, HuHréo, KuHa, 2018-, PegosHu Mpodecop, Anpektop Slabopatopuje
3a NMameTHy MeanuuHy (Laboratory for Smart Medicine).

O6nacT Hay4HOT U UHKerepcKor paga n ORCID naeHtTudukatop: MeauumHcke TexHonoruje, MametTHu cuctemu,
ORCID 0000-0003-0523-5266

PenoBHW npodecop 2005

1. Hay4yHo-UCTpaXKnBayku pesyntatu:

PAOOBU M21a M21 M22 M23 M28
M20 MEBYHAPOOHOI

3HAYAJA >30 >20 >10 >10 5
M30 MEBYHAPOOHU M31 M32 M33 M34

CKynosu >10 >60 >20
M50 YPEBUBAHE M51 M52

YACOMUCA 6
M70 MATUCTAPCKA U | M71 M72

OOKTOPCKATE3A | 2 1

TEXHUYKA M81 M82 M83 M84 M85
M80

PELLEHA 3 1
M90 NATEHTM L\’IIQl M92 M93 M94 2/I96 2/|97

2. UntupaHocTt (no SCOPUS-u):

2.1 YkynaH 6poj uutata 12733
2.2 bpoj xeTepouuTarta 10591
2.3 bpoj yntnpanmx pagosa Ha SCOPUS-y 203

2.4 LMTnpaHoCT y KibeMrama ?? , aucepraumjama ?? n 3Ha4ajHMM MHOCTPaAHUM nybavKaumjama ??

2.5 Xupuwos nHgekc (h-dpaktop) npema 6pojy xetepoumTarta: 48
3. AOKyMeHTOBaHe UH}KerepCKe peanusaumje (TEXHUYKO-TEXHO/OLWKM MPOJEKTU NMPUMEHEHMU Y NPaKCH)
(noTpebe npuspese nogpasymesajy U MHGPACTPYKTYPHE U jaBHe 0bjeKTe)



P.b. | AKTMBHOCT lnaBHu | U3Bohauku | TexHuukn | Octanm

1. YpaheHu 3HayajHK NpojeKkTn 3a noTpebe npuspese

2. Y notnyHocT u3BeaeHu Behn npojektu 3a notpebe
npuepeae (bpoj npojekaTa je Aeo oA npojeKata noa 1.)
3. Bpoj peBusuja (peueHsuja ) npuspegHUX NpojeKaTa Bpoj ekcnepTckmx oueHa
4, PykoBoheme: N3rpagtom npuBpegHunx objekaTa Pasom npwe. objekata
5. OcTtano: (Hnp. M3Bohere apyrux npojekaTa, u ap.)
4. OcTanun NokasaTtesbu ycnexa

1. Harpage mehyHapogHe 2 4. |PeueHsnje ISI-SCI-IF pagosa >100

2. Harpage nomahe 1 5.  |PeugeH3unje mehyHapogHUx npojekata| >50

3. Ypehusaukun ogbopu yaconuca 7 6. [MNaHCTBO Yy HAYy4YHUM U CTP. YAPYXK. | 2
5.1 dopmupatbe: 1 Nabopatopuja 2 2 UcTtpaxkmneauke rpyne 2

3 HoBu uUcTpaxkneayku npasum 2 4 lleHTapa U3BPCHOCTU

5.2 MeHTOpCTBO: Op 18

5.3 MNeparowku pag: 1 Bpoj yubeHunKa 2 36upKa 3agaTaka

3 bpoj kypcesa: 10  OcHosHe cTyauje 4 Macrep ctyamje 8 Op ctyanje

5.4 MehyHapoaHa capagha: 1 PykoBoherbe npojekTima 9 2 Yuewhe Ha npojekTnma 20

3 CTyamjckm bopaBak y MHOCTPAHCTBY Ay»u o4 2 meceua 4

5.5 OgprKkaBarbe 1 MNpepcegHuK nporpamckor 4 3 CeKpeTap nporpamckor 5 5 YnaH nporpamckor 29

Hay4yHMX cKynoBa: 2 /opraHusauumoHor ogbopa 5 4 /opr. oabopa 4 6/opr. opbopa 2

6. OpraHusaumja Hay4Hor paga 6.1 Pykosohere: lomahum npojektuma
6.2 PykoBohere y MuHuctapctey Hayke: 1 MuHuctap 2 Alp)K.ceK. 3 MomohHuKk 4 Mpeac.MHO
6.3 PykoBoheme y NHxkerepckoj Komopu: 1 MpeaceaHnk 2 Mpeac.CkynwtnHe 3 Mpeac.Komucunje
6.4 AKTUBHOCTU Y MUHUMCTapCTBY HayKe: 1 MaTuyHu ogbopu 2 Bohere Komucuja
6.5 PykoBohere Hay4HMM MHCTUTYLMjama: 1 WHctutytn 1 4 Nabopatopuja 2

2 dakyntetn 1 5 Kategpe 1

3 Oaceum, cmeposu 2

6.6 PYKOB. U aKTKB. Y ApYrnm pyLUTBUMA: 1 Hay4yHum 9 2 CTpyyHum 4

Jatym MNMoTnuc KaHanaaTa
s
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Vladimir Brusic is a Full Professor at the University of Nottingham Ningbo China since 2018,
where he is the Director of the Laboratory for Smart Medicine. Professor Brusic was born on
May 19, 1959 of father Bozidar and mother Slavenka. He received a degree of Graduated
9,‘ =S Mechanical Engineer from the Faculty of Mechanical Engineering (Department of Medical
- Mechanical Engineering) University of Belgrade in 1983. He got a degree of Master of
— Biomedical Engineering from the Centre of Multidisciplinary Studies (Department of
Biomedical Engineering), University of Belgrade in 1987. He continued his career and studies
abroad after 1987. He completed further studies: Graduate Diploma in Computer Science, La
Trobe University, Melbourne, Australia (1991); Master of Applied Science in Information
Technology (MAppSci), Royal Melbourne Institute of Technology, Melbourne, Australia (1996); Doctor of
Philosophy (PhD), La Trobe University (2001), topic Knowledge Discovery from Immunological Databases; Master
of Business Administration (MBA), Rutgers University, New Jersey, USA (Singapore Campus), 2001.

Academic appointments: Associate professor at the University of Canberra, Canberra, Australia 2002-2005;
Nanyang Technological University, Singapore (2003-2005); National University of Singapore, Singapore (2003-
2007). Professor Brusic held the Full Professor positions: Professor of Bioinformatics and Database Management,
University of Queensland, Brisbane, Australia (2005-2009); Professor at the Bioinformatics Graduate Program,
Boston University, Boston MA (2007-2009) and Professor of Computer Science at Metropolitan College, Boston
University, Boston MA (2010-current); Professor at the Nazarbayev University, Astana, Kazakhstan (2015-2017).
Professor Brusic was a Principal Associate in Medicine at Harvard Medical School, Boston, MA, USA (2006-2014).

Scientific and administrative positions: Professor Brusic had numerous appointments including Laboratory Head,
Head of Research Department, Director of Bioinformatics, Director of Graduate Progream, Director of Research
Center, Dean, member of Research Committee, and Head of Ethics Committee (university level).

Teaching and promotion of science. HactraBHe akTMBHOCTM U npomouumja Hayke: He taught at all levels of
university studies (undergraduate, MSc, and PhD levels). He was a supervisor/advisor in 11 completed and seven
ongoing PhD studies, 14 completed MSc studies, and 27 completed undergraduate dissertsations. He participated
in more than 150 international conferences as speaker, invited speaker, keynote speaker, member of the
organizing committee, organizer, or head of section. He has been a member of editorial committees of
international journals, including Frontiers in Immunology, Frontiers in Artificial Intelligence, BMC Bioinformatics,
Briefings in Bioinformatics, Immunome Research, Journal of Immunological Methods, and PLoS ONE, among
others.

Research and development: He published more than 240 scientific publications (SCOPUS h-index of 48),
published three patents and six patent applications, more than 20 software systems and databases, and five
prototype products. He received more than 20 million US dollars (equivalent) in research funding from Singapore,
USA, China, and European Comission..

Awards: Doctor honoris causa, (Dr h.c., Honorary Doctorate), Semmelweis University School of Medicine,
Budapest, Hungary, 2005. Professor Brusic was ranked within top 2% of scientists in the area of Artificial
Intelligence and Image Processing, clinical medicine, and immunology by Stanford/Elsevier ranking for life-long
contribution (2022 and 2023). Professor Brusic is ranked as highly-cited Chinese scientist by Elsevier/Shanghai
ranking (2021, 2022, and 2023).

Contact: ORCID 0000-0003-0523-5266, e-mail: vladimir.brusic@nottingham.edu.cn or brusicv@gmail.com ,
MobuNHU: +86-134-8423-3271 or +1-617-910-8058.
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7. BUBJIMOIPA®UIA ca npowmpeHom buorpadpujom

Ucnpea npernepa Koju ce HacTaB/ba Ha cnegehoj ctpaHu (a moxke u ogmax
Ha UCTOj 0BOj) Aaje ce:

JInHKOBM Ha HayuHe u gpyre ny6aunKauuje, Kao U buorpadcke nogatke:
OBABE3HMU:

npema KoBSON-y: He nocToju MHK A40CTYNaH KaHanaaty

npema SCOPUS-y: https://www.scopus.com/authid/detail.uri?authorld=7005279260

12, 788 Citations by 10, 158 documents; 241Documents; 49 h-index

68.2% International collaboration; 6.1% Academic-Corporate collaboration;

Since 2013: 29.9% (20 documents) Documents in top citation percentiles; 56.1% (23 documents) Documents in
top 25% journals by CiteScore percentile

npema WoS-SCl auctu: https://www.webofscience.com/wos/author/record/1153718

243 Publications indexed in Web of Science, 240 Web of Science Core Collection publications, 2 Preprints

46 H-Index; 240 Publications; 11, 735 Sum of Times Cited; 9, 644 Citing Articles; 486 Sum of Times Cited by
Patents; 353 Citing Patents

npema Google Scholar amctu: https://scholar.google.com/scholar?hl=en&as sdt=0%2C5&qg=brusic&og=

19063 citations; 5058 citations since 2019; 61 h-index; 28 h-index since 2019;

ONLIMOHMU:

Ha mecTy 3anocnema: https://research.nottingham.edu.cn/en/persons/vladimir-brusic

Bubnunorpadmja cBnx pagosa Hanasm ce y HacTaBKy.


http://www.scopus.com/authid/detail.uri?authorId=7005279260
https://www.webofscience.com/wos/author/record/1153718
https://scholar.google.com/scholar?hl=en&as_sdt=0%2C5&q=brusic&oq
https://research.nottingham.edu.cn/en/persons/vladimir-brusic

M36OPU AUHC 2024.

OAerEI'be MAWUNHCKUX HAaYKa
MUHOCTPAHU YNaH

Bnagumup bpycuh

BUBJ/TIUOTPADUIA

I HAYHHO-UCTPAXXUBAYKU PESY/ITATU

M10 MoHorpadmje, moHorpadcke cTyauje, TemaTtcku 360pHULMK, NeKcuKorpadcke u Kaptorpadcke
ny6aukauuje mehyHapogHor 3Hauaja

Kmura m12

1. Schonbach C.; Ranganathan S.; Brusic V. Immunoinformatics, 2008, Immunoinformatics, 9780390000000, 1-
200D0I=10.1007/97, 8-0-387-72968-8, Springer New York, Book, Scopus, cited by 7.

M14 MNornassba y Kkbnsu M12

1. Brusic V.; Koh J.L.Y. Genetic databases, 2004, Mammalian Genomics, 411-427, DOI=NA, Book chapter, Scopus,
cited by 0, M14

2. Koh J.L.Y.; Brusic V. Database warehousing in bioinformatics, 2005, Bioinformatics Technologies, 45-62,
DOI=10.1007/3-540-26888-X_3, Springer Berlin Heidelberg, Book chapter, Scopus, cited by 2, M14

3. LeeB.T.K.; Brusic V. Allergen bioinformatics, 2008, Immunoinformatics, 9780390000000, 91-107,
DOI=10.1007/978-0-387-72968-8 5, Book chapter, Scopus, cited by 1, M14

4. Deluca D.S.; Marina O.; Ray S.; Zhang G.L.; Wu C.J.; Brusic V. Data Processing and Analysis for Protein
Microarrays, 2011, Methods in Molecular Biology, 723, 337-347, DOI=10.1007/978-1-61779-043-0_21, Book
chapter, Scopus, cited by 15, M14

5. Zhang G.L.; DelLuca D.S.; Brusic V. Database Resources for Proteomics-Based Analysis of Cancer, 2011,
Methods in Molecular Biology, 723, 349-364, DOI=10.1007/978-1-61779-043-0_22, Book chapter, Scopus,
cited by 6, M14

6. SunJ.; Zhang G.L.; Brusic V. Systems biology approaches to new vaccine development, 2015, Post-genomic
Approaches in Drug and Vaccine Development, 323-346, DOI=NA, Book chapter, Scopus, cited by 0, M14

7. Olsen L.R.; Sun J.; Simon C.; Zhang G.L.; Brusic V. Genomics in vaccine development, 2015, Post-genomic
Approaches in Drug and Vaccine Development, 179-203, DOI=NA, Book chapter, Scopus, cited by 0, M14

8. Lyu M.; Xin L.; Jin H.; Chitkushev L.T.; Zhang G.; Keskin D.B.; Brusic V. Protocol for Classification Single-Cell
PBMC Types from Pathological Samples Using Supervised Machine Learning, 2023, Methods in Molecular
Biology, 2673, 53-67, DOI=10.1007/978-1-0716-3239-0_4, Book chapter, Scopus, cited by 0, M14
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M20 - Pagosu mehyHapoaHor 3Hayaja (nogaum cy ussydeHun us SCOPUS-a u ca SCIMAGO cajta, KoOBSON Huje
BOCTYyNaH KaHaMAaTy - Knacudukauymja HayuHUX pagoBa NpeacTas/ba NpubaAnKHoO ctatbe y KoOBCOH-y)

M21a Pagosu y mehlyHapogHUM YaconucMuma u3y3eTHUX BpegHOCTU

1.

Baum H.; Brusic V.; Choudhuri K.; Cunningham P.; Vergani D.; Peakman M., MHC molecular mimicry in
diabetes, 1995, Nature Medicine, v. 1(5), 388-388, DOI=10.1038/nm0595-388, Letter, Scopus, cited by 22,
IF=28.114, Q1, M21a

Brusic V.; Rudy G.; Honeyman M.; Hammer J.; Harrison L., Prediction of MHC class ll-binding peptides using
an evolutionary algorithm and artificial neural network, 1998, Bioinformatics, v. 14(2), 121-130,
DOI=10.1093/bioinformatics/14.2.121, Article, Scopus, cited by 250, IF=NA, Q1, M21a

Daniel S.; Brusic V.; Caillat-Zucman S.; Petrovsky N.; Harrison L.; Riganelli D.; Sinigaglia F.; Gallazzi F.; Hammer
J.; Van Endert P.M., Relationship between peptide selectivities of human transporters associated with
antigen processing and HLA class | molecules, 1998, Journal of Immunology, v. 161(2), 617-624, DOI=NA,
Article, Scopus, cited by 94, IF=7.059, Q1, M21a

Honeyman M.C.; Brusic V.; Stone N.L.; Harrison L.C., Neural network-based prediction of candidate T-cell
epitopes, 1998, Nature Biotechnology, v. 16(10), 966-969, DOI=10.1038/nbt1098-966, Article, Scopus, cited
by 163, IF=3117, Q1, M21a

Zarour H.M.; Storkus W.J.; Brusic V.; Williams E.; Kirkwood J.M., NY-ESO-1 encodes DRB1*0401-restricted
epitopes recognized by melanoma-reactive CD4+ T cells, 2000, Cancer Research, v. 60(17), 4946-4952,
DOI=NA, Article, Scopus, cited by 112, IF=8.541, Q1, M21a

Zarour H.M.; Kirkwood J.M.; Kierstead L.S.; Herr W.; Brusic V.; Slingluff Jr. C.L.; Sidney J.; Sette A.; Storkus W.J.,
Melan-A/MART-151-73 represents an immunogenic HLA-DR4-restricted epitope recognized by melanoma-
reactive CD4+ T cells, 2000, Proceedings of the National Academy of Sciences of the United States of America,
v. 97(1), 400-405, DOI=10.1073/pnas.97.1.400, Article, Scopus, cited by 142, IF=10.499, Q1, M21a

Bajic V.B.; Seah S.H.; Chong A.; Zhang G.; Koh J.L.Y.; Brusic V., Dragon promoter finder: Recognition of
vertebrate RNA  polymerase Il promoters, 2002, Bioinformatics, v. 18(1), 198-199,
DOI=10.1093/bioinformatics/18.1.198, Article, Scopus, cited by 81, IF=6.392, Q1, M21a

Zarour H.M.; Coval K.; Williams E.; Kirkwood J.M.; Maillere B.; Pouvelle-Moratille S.; Castelli F.; Brusic V.; Land
S.; Bennouna J.; Logan T., NY-ESO-1 119-143 is a promiscuous major histocompatibility complex class Il T-
helper epitope recognized by Thl- and Th2-type tumor-reactive CD4+ T cells, 2002, Cancer Research, v. 62(1),
213-218, DOI=NA, Article, Scopus, cited by 110, IF=8.68, Q1, M21a

Okazaki Y.; Furuno M.; Kasukawa T.; Adachi J.; Bono H.; Kondo S.; Nikaido I.; Osato N.; Saito R.; Suzuki H.;
Yamanaka I.; Kiyosawa H.; Yagi K.; Tomaru Y.; Hasegawa Y.; Nogami A.; Schonbach C.; Gojobori T.; Baldarelli
R.; Hill D.P.; Bult C.; Hume D.A.; Quackenbush J.; Schriml L.M.; Kanapin A.; Matsuda H.; Batalov S.; Beisel K.W_;
Blake J.A.; Bradt D.; Brusic V.; Chothia C.; Corbani L.E.; Cousins S.; Dalla E.; Dragani T.A.; Fletcher C.F.; Forrest
A.; Frazer K.S.; Gaasterland T.; Gariboldi M.; Gissi C.; Godzik A.; Gough J.; Grimmond S.; Gustincich S.;
Hirokawa N.; Jackson I.J.; Jarvis E.D.; Kanai A.; Kawaji H.; Kawasawa Y.; Kedzierski R.M.; King B.L.; Konagaya
A.; Kurochkinl.V.; Lee Y.; Lenhard B.; Lyons P.A.; Maglott D.R.; Maltais L.; Marchionni L.; McKenzie L.; Miki H.;
Nagashima T.; Numata K.; Okido T.; Pavan W.J.; Pertea G.; Pesole G.; Petrovsky N.; Pillai R.; Pontius J.U.; Qi
D.; Ramachandran S.; Ravasi T.; Reed J.C.; Reed D.J.; Reid J.; Ring B.Z.; Ringwald M.; Sandelin A.; Schneider
C.; Semple C.A.M.; Setou M.; Shimada K.; Sultana R.; Takenaka Y.; Taylor M.S.; Teasdale R.D.; Tomita M.;
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10.

11.

12.

13.

14.

15.

16.

17.

Verardo R.; Wagner L.; Wahlestedt C.; Wang Y.; Watanabe Y.; Wells C.; Wilming L.G.; Wynshaw-Boris A.;
Yanagisawa M.; Yang |.; Yang L.; Yuan Z.; Zavolan M.; Zhu Y.; Zimmer A.; Carninci P.; Hayatsu N.; Hirozane-
Kishikawa T.; Konno H.; Nakamura M.; Sakazume N.; Sato K.; Shiraki T.; Waki K.; Kawai J.; Aizawa K.; Arakawa
T.; Fukuda S.; Hara A.; Hashizume W.; Imotani K.; Ishii Y.; Itoh M.; Kagawa I.; Miyazaki A.; Sakai K.; Sasaki D.;
Shibata K.; Shinagawa A.; Yasunishi A.; Yoshino M.; Waterston R.; Lander E.S.; Rogers J.; Birney E.; Hayashizaki
Y., Analysis of the mouse transcriptome based on functional annotation of 60, 770 full-length cDNAs, 2002,
Nature, v. 420(6915), 563-573, DOI=10.1038/nature01266, Article, Scopus, cited by 1447, IF=11.727, Q1,
M21a

Schonbach C.; Koh J.L.Y.; Flower D.R.; Wong L.; Brusic V., FIMM, a database of functional molecular
immunology: Update 2002, 2002, Nucleic Acids Research, v. 30(1), 226-229, DOI=10.1093/nar/30.1.226,
Article, Scopus, cited by 34, IF=6.683, Q1, M21a

Brusic V.; Pillai R.S.; Silva D.G.; Petrovsky N.; Arakawa T.; Carninci P.; Kawai J.; Hayashizaki Y.; Schonbach C.,
Cytokine-related genes identified from the RIKEN full-length mouse cDNA data set, 2003, Genome Research,
v.13(6 B), 1307-1317, DOI=10.1101/gr.1016503, Review, Scopus, cited by 2, IF=9.635, Q1, M21a

Siew J.P.Y.; Khan A.M.; Tan P.T.J.; Koh J.L.Y.; Seah S.H.; Koo C.Y.; Chai S.C.; Armugam A.; Brusic V.; Jeyaseelan
K., Systematic analysis snake neurotoxins' functional classification using a data warehousing approach, 2004,
Bioinformatics, v. 20(18), 3466-3480, DOI=10.1093/bioinformatics/bth430, Article, Scopus, cited by 13,
IF=6.312, Q1, M21a
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2207-2213, DOI=10.1109/BIBM47256.2019.8983387, Conference paper, Scopus, cited by 13, M33

Pike M.; Mustafa N.M.; Towey D.; Brusic V., Sensor networks and data management in healthcare: Emerging
technologies and new challenges, 2019, Proceedings - International Computer Software and Applications
Conference, 18753998, 834-839, DOI=10.1109/COMPSAC.2019.00123, Conference paper, Scopus, cited by
24, M33

Shang K.; Galea M.; Brusic V.; Korposh S.; Zhang Y., Polyimide-coated fibre bragg grating (FBG) sensors for
thermal mapping of electric machine windings, 2020, International Conference on Transparent Optical
Networks, 2020-July9203245D0I=10.1109/ICTON51198.2020.9203245, Conference paper, Scopus, cited by
4, M33

Yang L.; Zhang Y.; Mitic N.; Keskin D.B.; Zhang G.L.; Chitkushev L.; Brusic V., Prediction of PBMC Cell Types
Using scRNAseq Reference Profiles, 2020, Proceedings - 2020 IEEE International Conference on
Bioinformatics and Biomedicine, BIBM 2020, 9313410, 1324-1328, DOI=10.1109/BIBM49941.2020.9313410,
Conference paper, Scopus, cited by 2, M33

Yang L.; Zhang Y.; Mitic N.; Keskin D.B.; Zhang G.L.; Chitkushev L.; Brusic V., Single-cell mRNA Profiles in PBMC,
2020, Proceedings - 2020 IEEE International Conference on Bioinformatics and Biomedicine, BIBM 2020,
9313213, 1318-1323, DOI=10.1109/BIBM49941.2020.9313213, Conference paper, Scopus, cited by 9, M33

Zhang Y.; Yang L.; Brusic V., Automation of Gene Expression Profile Analysis in Single Cell Data, 2020,
Proceedings - 2020 IEEE International Conference on Bioinformatics and Biomedicine, BIBM 2020, 9313510,
1329-1334, DOI=10.1109/BIBM49941.2020.9313510, Conference paper, Scopus, cited by 0, M33

Zheng B.; Lyu M.; Lin S.; Brusic V., Tissue of origin classification from single cell mRNA expression by Artificial
Neural Networks, 2020, Proceedings - 2020 IEEE International Conference on Bioinformatics and
Biomedicine, BIBM 2020, 9313427, 1346-1350, DOI=10.1109/BIBM49941.2020.9313427, Conference paper,
Scopus, cited by 1, M33

Zhong J.; Shaikh R.A.; Wu H.; Lin X.; Cao Z.; Chitkushev L.T.; Zhang G.; Keskin D.B.; Brusic V., Classification of
PBMLC cell types using scRNAseq, ANN, and incremental learning, 2020, Proceedings - 2020 IEEE International
Conference on Bioinformatics  and Biomedicine, BIBM 2020, 9313519, 1351-1355,
DOI=10.1109/BIBM49941.2020.9313519, Conference paper, Scopus, cited by 4, M33

Lyu M.; Radenkovic M.; Keskin D.B.; Brusic V., Classification of Single Cell Types during Leukemia Therapy
using Artificial Neural Networks, 2020, Proceedings - 2020 IEEE International Conference on Bioinformatics
and Biomedicine, BIBM 2020, 9313319, 1258-1261, DOI=10.1109/BIBM49941.2020.9313319, Conference
paper, Scopus, cited by 3, M33

Lin X.; Zhong J.; Lyu M.; Lin S.; Keskin D.B.; Zhang G.; Brusic V.; Chitkushev L.T., Artificial Neural Network
System for Cell Classification using Single Cell RNA Expression, 2020, Proceedings - 2020 IEEE International
Conference on Bioinformatics and Biomedicine, BIBM 2020, 9313498, 1253-1257,
DOI=10.1109/BIBM49941.2020.9313498, Conference paper, Scopus, cited by 7, M33

Zhang X.; Zhang J.; Pike M.; Mustafa N.M.; Towey D.; Brusic V., Sensor Networks and Personal Health Data
Management: Software Engineering Challenges, 2021, Advances in Intelligent Systems and Computing, 1290,
140-159, DOI=10.1007/978-3-030-63092-8 10, Conference paper, Scopus, cited by 1, M33
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50.

51.

52.

53.

54.

55.

56.

57.

58.

59.

60.

Li S.; Welsen S.; Brusic V., Multi-Step Optimization of Indoor Localization Accuracy Using Commodity WiFi,
2021, IEEE International Symposium on Personal, Indoor and Mobile Radio Communications, PIMRC, 2021-
September, 1267-1272, DOI=10.1109/PIMRC50174.2021.9569286, Conference paper, Scopus, cited by 3,
M33

Lin X.; Lyu M.; Zhang Y.; Keskin D.B.; Chitkushev L.T.; Zhang G.; Brusic V., Correctness of Cell Labels in Public
Single Cell Transcriptomics Datasets, 2021, Proceedings - 2021 IEEE International Conference on
Bioinformatics and Biomedicine, BIBM 20213280-3284, DOI=10.1109/BIBM52615.2021.9669297,
Conference paper, Scopus, cited by 0, M33

Yang L.; ZhangY.; Mitic N.; Keskin D.B.; Zhang G.L.; Chitkushev L.T.; Rankin R.; Brusic V., Applications of single
cell profiles of PBMC:Improvements of cell type classification, 2021, Proceedings - 2021 IEEE International
Conference on Bioinformatics and Biomedicine, BIBM 20213334-3340,
DOI=10.1109/BIBM52615.2021.9669678, Conference paper, Scopus, cited by 0, M33

Lyu M.; Zhang Y.; Yang L.; Lin X,; Li Y.; Jin H.; Bellotti A.G.; Mitic N.; Brusic V., PBMC Cell Classification from
Single Cell mRNA Expression by Artificial Neural Networks, Profiles, Gene Markers, and Protein Markers,
2021, Proceedings - 2021 I|EEE International Conference on Bioinformatics and Biomedicine, BIBM
20213285-3290, DOI=10.1109/BIBM52615.2021.9669826, Conference paper, Scopus, cited by 1, M33

Veljkovic A.; Maljkovic M.; Mitic N.; Malkov S.; Lyu M.; Lin X.; Michalewicz M.; Zhang G.; Brusic V.,
Classification of Single Cell Types using Small Sets of Expressed Genes: Comparative Analysis of Supervised
Machine Learning Methods, 2021, Proceedings - 2021 IEEE International Conference on Bioinformatics and
Biomedicine, BIBM 20213322-3326, DOI=10.1109/BIBM52615.2021.9669844, Conference paper, Scopus,
cited by 0, M33

Shang K.; Galea M.; Brusic V.; Zhao W.; Zhang Y., Fibre Bragg Grating (FBG) thermal monitoring system for
copper windings of electric machines under different duty modes, 2021, Proceedings of SPIE - The
International Society for Optical Engineering, 11887118871YDOI=10.1117/12.2602885, Conference paper,
Scopus, cited by 1, M33

McDonald S.; Towey D.; Brusic V., Social Impact of Smart Environments: Software Engineering Perspectives
and Challenges, 2022, Proceedings - 2022 |EEE 46th Annual Computers, Software, and Applications
Conference, COMPSAC 20221592-1597, DOI=10.1109/COMPSAC54236.2022.00253, Conference paper,
Scopus, cited by 2, M33

Shang K.; McDonald S.; Buticchi G.; Brusic V., The development of ethically informed standards for intelligent
monitoring systems of electric machines, 2022, Proceedings - 2022 |IEEE 46th Annual Computers, Software,
and Applications Conference, COMPSAC 20221598-1605, DOI=10.1109/COMPSAC54236.2022.00254,
Conference paper, Scopus, cited by 1, M33

Zhang X.; Pike M.; Mustafa N.; Brusic V., Ethically Informed Software Process for Smart Health Home, 2022,
Proceedings - IEEE Symposium on Computer-Based Medical Systems, 2022-july, 187-192,
DOI=10.1109/CBMS55023.2022.00040, Conference paper, Scopus, cited by 3, M33

Cai T.; Wu J,; Yu C.; Brusic V., Blockchain with Machine Learning for Financial Portfolio Management, 2023,
ICEIEC 2023 - Proceedings of 2023 IEEE 13th International Conference on Electronics Information and
Emergency Communication255-259, DOI=10.1109/ICEIEC58029.2023.10201043, Conference paper, Scopus,
cited by 0, M33

Zhen Z.; Wang Y.; Keskin D.B.; Brusic V.; Chitkushev L.; Zhang G.L., Deep Learning Models for Vaccinology:
Predicting T-cell Epitopes in C57BL/6 Mice, 2023, Lecture Notes of the Institute for Computer Sciences,
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Social-Informatics and Telecommunications Engineering, LNICST, 514 LNICST, 182-192, DOI=10.1007/978-3-
031-44668-9_14, Conference paper, Scopus, cited by 0, M33

M34 - CaonwTtera ca MehyHapoaHMX CKynoBa WTamnaHa y u3soay

1.

o

Nakagawa K, Brusic V, McColl G, Harrison LC. Retrovirus expression in synovial tissue from patients with
rheumatoid arthritis (RA). Arthritis and Rheumatism 38(9), 387-387. (Meeting abstract), M34

Daniel S., Brusic V., Caillat-Zucman S., Petrovsky N., Harrison L., Riganelli D., F. Sinigaglia F., Gallazzi F.,
Hammer J., van Endert P.M. (1997). The relationship between peptide selectivity of HLA class | molecules
and TAP transporters. Immunology Letters 56(1-3):240. (Meeting abstract), M34

Kierstad L.S., Rice C., Brusic V., Storkus W.J. (1998). DC facilitate the generation of tumor antigen-specific
CD4+ T cells with diverse specificities. Journal of Leukocyte Biology F32, Suppl. 2. (Meeting abstract), M34

Ranieri E., Tatsumi T., Kierstead L.S., Finke J.H., Bukowski R.M., Brusic V., Sidney J., Sette A., Di Natale C., Cellie
M., Kwok W., Grandaliano G., Schena F.P., Gesualdo L., Storkus W.J. (2002). Identification of HLA-
DRB1*0401+-restricted MAGE-6 derived epitopes recognized by Th1/Th2 CD4+T-helper cells in renal cell
carcinoma (RCC) patients (PTS). Journal of the American Society of Nephrology. 13, 505A-505A Suppl. S 2002.
(Abstract), M34

Brusic V. (2004). Possible role of viral antigen recognition in T-cell repertoire selection processes. Tissue
Antigens B(4), 341-341. (Meeting abstract), M34

Tongchusak S, Brusic V, Chaiyaroj SC (2006). Immunoinformatics and Immunological Assessment of Fungal
Allergens (Symposium 5 APAACI Symposium : Cytokines in Allergy) Japanese Journal of Allergology, 55(3),
336. (Meeting abstract), M34

Marina O, Wu CJ, Brusic V. (2007). Target discovery using proteomic microarrays. B/IOforum Europe, 11(10),
20-22. (Abstract), M34

Marina O, Biemacki M, Cai A, Zhang WD, Duke-Cohan JS, Brusic V, Liu FL, Alyea E, Canning CM, Seiffer R, Ritz
J, Wu CJ. (2007). Immunoproteomic identification of graft-versus-leukemia targets in patients with chronic
lymphocytic leukemia. Blood 110(11), 30A. (Meeting Abstract), M34

Sarantopoulos S, Bhuiya NS, Cutler CS, Wu CJ, Brusic V, Soiffer RJ, Antin JH, Ritz J. (2008). Characterization
of B cell target antigens in patients with chronic graft versus host disease. Biology of Blood and Marrow
Transplantation, 14(2), Supplement 1, 15. (Abstract from the 2008 BMT Tandem Meetings), M34

10. Ofran Y, Brusic V, Soiffer RJ, Antin JH, J. Ritz J. (2008). Identification of human minor histocompatibilty

antigens (mHA) by combining bioinformatic prediction of peptide epitopes with validation of T cell reactivity
in patient blood samples after allogeneic hematopoietic stem cell transplantation. Biology of Blood and
Marrow Transplantation, 14(2), Supplement 1, 1. (Abstract), M34

11. Sansom CE, Shepherd A, Brusic V, Motta S, Lollini PL, Lefranc MP, Moss DS. (2008). Multi-scale modeling of

the immune system: applications to cancer immunotherapy. Anticancer Research 28(5C), 3471-3471.
(Meeting Abstract), M34
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12.

13.

14,

15.

Finstad S, Zhang G, Jin C, Linde C, Hagan E, de la Rosa M, Zahn R, Wang X, Reimann K, Gaufin T, Apetrei C,
Pandrea I, Miller C, McCune J, Picker L, Lifson J, Piatak M, Alter G, Veazey R, Barouch D, Hessell A, Burton D,
Nimmerjahn F, Alam M, Haynes B, Gelman R, Brusic V, Letvin N, Schmitz J. Effect of Fcc-receptor
polymorphisms in rhesus macaques on SIVmac251 setpoint viremia. AIDS Res. Hum. Retr 2010, 16(10), A-
20. Abstracts from AIDS Vaccine 2010, Atlanta, Georgia, USA, 28 September—1 October, 2010. (Abstract),
M34

Shukla SA, Rajasagi M, Dixon P, Tiao G, Lawrence MS, Sougnez C, Brusic V, Cibulskis K, Kiezun A, Wu CJ, Getz
G. (2015). Sensitive detection of somatic mutations in class | HLA genes reveals enrichment for functional
events in cancer. Cancer Research 75(15 Supplement), 1093-1093. (Abstract), M34

Zhang P, Georgiou CA, Brusic V. Elemental metabolomics for improving human health. In Mitic N. (editor),
Book of Abstracts, Belgrade Bioinformatics Conference 2016, pp 7-8, ISBN 978-86-7589-108-6. (Abstract) ,
M34

Zhang P, Georgiou CA, Brusic V. Elemental metabolomics—linking environmental, food, nutrition and health
sciences. In Book of Abstracts 10" International Conference Bioinformatics of Genome Regulation and
Structure\Systems Biology, Novosibirsk, Russia, 2016, pp 347. (Abstract), M34

M70 — Marucrapcke n AOKTOpPCKe Tese

M71 — Marucrapcku pagosu

1.

Bnagmmup Bpycuh. Mpuaor nsyyasaky Xo4a Ca MACMBHOM HAaTKONEHOM NPOTE30M Nomohy maTemaTUyKor
moaena. Marucrap bnomeaunumnHckor UHxerepctea, 1986. Oacek 3a buomeanumnHcko UHKerepcTso,
UeHTtap 3a MyntugucunnamHapHe Ctyaunje YHmsep3uTeTta y beorpagy.

Vladimir Brusic. Application of genetic search in derivation of matrix models of peptide binding to MHC
molecules. Master of Applied Science in Information Technology, School of Computer Science and
Information Technology, RMIT University, Melbourne, Australia, 1997.

M72 - fokTopcKa gucepTauuja

1.

Vladimir Brusic. Knowledge Discovery from Immunological Databases. Doctor of Philosophy (PhD)
dissertation, La Trobe University, Melbourne, Australia, 2001.
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M80 — TexHuuKa pelera

M81 - HoBo TexHUUKO pelierbe (MeToga) npumerbeHo Ha meflyHapogHOM HUBOY

1.

NHPopmaTUTUKa MHPPACTPYKTYpPa 32 BUCOKOAMMEH3NOHA/IHE aHA/IN3e MMYHCKOT cMCTeMa YoBeKa. lMpojekat
je ypaheH 3a HauuoHanHe UHctuTyTe 3a 3apasctBo (National Institutes of Health, NIH), CAL. PasBujeHa
MHOPACTPYKTYpa ce KOpPMCTU 3a pa3Boj MMyHOTepanuja, BakUWHa, U IeKoBa 3a MHGEKTUBHE BonecTn, pak, u
MmyHonocKke nopemehaje. MHGpacTpyKTypa je onucaHa y paay:

Brusic V.; Gottardo R.; Kleinstein S.H.; Davis M.M.; Hafler D.A.; Quill H.; Palucka A.K.; Poland G.A.; Pulendran
B.; Reinherz E.L.; Stuart K.D.; Togias A., Computational resources for high-dimensional immune analysis from
the Human Immunology Project Consortium, 2014, Nature Biotechnology, v. 32(2), 146-148,
D0I=10.1038/nbt.2777, Letter, Scopus, cited by 56, IF=12.682, Q1, M21a.

M85 — Novo tehnicko resenje u fazi realizacije (M85).

1.

Bpycuh Bnagmumup ca capagHuumuma. Npototun "Smart Health Home" - cuctem 3a nocmatpamse 3gpassba y
KyhHOj He3M ca npuMeHOM y Kapaumonoruju. "Smart Health Home" komepumujanHu npojekat YHUBep3uTeta y
HotnHramy HuHréo KunHa. OBo pelueme je 3awTnheHo naTeHTUMa M NaTeHTHUM NpujaBama ONUCAHUM Y
cekumjn M9O0.

M90 - NarteHTH

M91 PeructpoBaH nateHT Ha mehyHapogHOM HUBOY

1.

US patent US 9205144 B2, Dec 8, 2015 — granted. Brusic V, Olsen LR, Reinherz EL, Zhang GL: Identification of
conserved peptide blocks in homologous polypeptides.

US patent US 8969254 B2, Mar 3, 2015 — granted. Reinherz EL, Brusic V, Zhang GL, Keskin DB, Deluca DS, Lin
HH: Oligonucleotide array for precise HLA typing.

Chinese Patent (Invention) No. 202111548078.3, June 28, 2024 — granted. Brusic V, Zhang X: A heart rate
state assistant assessment system, heart health monitoring system, method, storage medium and terminal
based on consumer devices.

M96 MpujasbeH nateHT Ha mehyHapogHOM HUBOY

Chinese Patent (Invention) Application, submitted to the Patent Office, Feb 2023. Vladimir Brusic, Yinglun Li.
A method and system for detecting sleep apnea by machine learning with time-series heart rate data from
consumer wearable sensors.

Chinese Patent (Invention) Application 202211733216.X, 2022.05.05 — passed the initial round of
assessment. Vladimir Brusic, Xiang Zhang. System, method, and platform for transfer of sensitive data from
data owner to data users.
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3. Chinese Patent (Invention) Application, 202210966810.7, 2022.08.12 — passed the initial round of
assessment. Giampaolo Buticci, Kun Shang, Vladimir Brusic, Yaping Zhang. An intelligent optic-fibre based
monitoring and control system for optimized operations of wind power systems.

4. Chinese Patent (Invention) Application — 202210961294.9, 2022.08.11 — passed the initial round of
assessment. Giampaolo Buticci, Kun Shang, Vladimir Brusic, Yaping Zhang. An optic-fiber temperature and
reliability measurement system for power electronics components.

5. Chinese Patent (Invention) Application, 202210507701.9. May 11, 2022 — passed the initial round of
assessment. Kun Shang, Vladimir Brusic, Michael Galea, Yaping Zhang. A system and method for measuring
internal temperature of electrical machine windings using fibre-optic sensors and machine learning.

6. Chinese Patent (Invention) Application No. 202111327609.6, Oct 11, 2021, passed the initial round of
assessment. Brusic V, Cai T: A method, system, and terminal for trading commodity assets.

I WUUTUPAHOCT
MNoaaum o untnpaHoctn npema SCOPUS-y (Ha aaH 19.06.2024. rogmHe):

2.1 YkynaH 6poj uutaTta 12733
2.2 bpoj xetepouuTaTa 10591
2.3 bpoj umtmnpaHux pagosa Ha SCOPUS-y 203
2.4 UnTMpaHOCT Yy KibUrama, AncepTaumjama u

3HaYajHUM MHOCTPaHUM Nyb6MKaumjama - HMje no3HaTa
2.5 Xupuwos nHaekc (h-daktop) npema 6pojy xeTepoumnTara: 48

111 THXKEHEPCKE PEAJTUSALUIE

1. Ypahenu 3HauajHu npojekTn 3a noTpebe npuepege (NpojeKTu 3a ussohere, rNaBHU, UaejHK, cTyamje)

1. WHbopmaTuTUKa MHOPACTPYKTYpa 3a BMCOKOAMMEH3MOHA/IHE aHa/M3e MMYHCKOF CMCTEMA YOBeKa.

MpojekarT je ypaheH 3a HaumoHanHe NHcTuTyTe 3a 3apascTeo (National Institutes of Health, NIH), CAA.
PasBujeHa MHPPACTPYKTypa ce KOPUCTU 3a pa3BOj UMYHOTepanuja, BakLMHa, U 1eKoBa 3a MHOEKTUBHE
6onectu, pak, u MMyHosocke nopemehaje. MHGpacTpyKTypa je onncaHa y paay:
Brusic V.; Gottardo R.; Kleinstein S.H.; Davis M.M.; Hafler D.A.; Quill H.; Palucka A.K.; Poland G.A.;
Pulendran B.; Reinherz E.L.; Stuart K.D.; Togias A., Computational resources for high-dimensional
immune analysis from the Human Immunology Project Consortium, 2014, Nature Biotechnology, v. 32(2),
146-148, DOI=10.1038/nbt.2777, Letter, Scopus, cited by 56, IF=12.682, Q1, M21a.
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IV OCTAJ/IN NOKA3ATE/bU YCMNEXA

4.1. Harpape mehyHapogHe

1. 2005 — MNoyacHM AOKTOPaT M3 MeanLMHCKNX Hayka Doctor honoris causa, (Dr h.c., Honorary Doctorate),
Semmelweis University School of Medicine, Budapest, Hungary.

2. 2022, 2023, 2024 — CraHdopa/Encesunep paHr 3a 2021, 2022, 2023: ropreunx 2% Hay4HMKa (3a KMBOTHO
4eno) y ceeTy y 06/1acTu BeWTaYKe MHTENUTEHUM]E U NPOLLecynpatby CNMKA, KAMHUYKO] MeAUUMNHM, U
umyHosnoruju. Stanford/Elsevier ranking 2021, 2022, 2023: top 2% scientists top 2% scientists (career-
long) in the World in the fields Artificial Intelligence and Image Processing, Clinical Medicine, and
Immunology.

4.2. Harpage aomahe

1. 2022, 2023, 2024 - Encesumep/lWaHrajcka nucrta paHr 3a 2021, 2022, 2023, cBpcTaH y rpyny
HajUMTUPaHUjUX KUHECKUX HayyHUKa. Elsevier/Shanghai Ranking for 2021, 2022, 2023 listed among Most
Cited Chinese Researchers

4.3. Ypehusaukm ogb0op yaconuca

PaHuje

Section Editor — PloS ONE

Section Editor —Journal of Immunological Methods
Associate Editor — Frontiers in Immunology

Member of the editorial board - BMC Bioinformatics

vk W e

Member of the editorial board - Immunome Research
AKTUBAH
6. Associate Editor — Frontiers in Artificial Intelligence

7. Member of the editorial board - Briefings in Bioinformatics

4.4. PeueHsuje pagosa ca ISI-SCI-IF nucre

Buwe og 100 peueHsujay cnegehum yaconmncmma: Acta Biotheoretica, BioTechniques, BMC Bioinformatics, BMC
Genomics, BMC Structural Biology, Briefings in Bioinformatics, Bioinformatics, Bulletin of Mathematical Biology,
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Cancer Research, Current Pharmacogenomics, Genomics, Graft, Expert Review of Vaccines, Drug Discovery Today,
Immunogenomics, Immunome Research, In Silico Biology, International Immunology, Journal of Applied
Bioinformatics, Journal of Biomedicine and Biotechnology, Journal of Bioinformatics and Computational Biology,
Journal of Computational Chemistry, Journal of Immunological Methods, Journal of Immunology, Journal of
Molecular Biology, Journal of Proteome Research, Letters in Peptide Science, Nature Biotechnology, Nucleic Acids
Research, Parasite Immunology, Pattern Recognition Letters, Plant Science, PLoS Biology, PLoS Computational
Biology, PLoS Genetics, PLoS Medicine, PLoS Neglected Tropical Diseases, PLoS ONE, Proteins: Structure, Function,
and Bioinformatics, Protein Science, Pharmacogenomics, Trends in Immunology, Trends in Microbiology,
Tuberculosis, Vaccine, Virus Research.

4.5. PeueH3unje mehyHapoaHux npojekara

PeueH3eHT je npeko 100 mefhyHapoaHux npojekaTa, og 2001, 3a cneaehe poHaaumnje unm MHCTUTYyUnje

Qatar National Research Foundation
Cancer Research UK
Horizon 2020 — European Commission
Terry Fox New Frontiers Program — Project Program Grant reviewer
PRMRP — American Institute of Biological Sciences
P2RMIS — Peer Reviewed Medical Research Program
SkTech-MIT (Skolkovo, Russia) review panel
Frontier Research Center, Osaka University
AITRC (Allergy, Immunology and Transplantation Research Committee Panel (NIH)
. National Institutes of Health
. European Commission FP7 review
. Israel Science Foundation
. US-Israel Binational Science Foundation
. Broad Medical Research Program, the Broad Foundation
. Medical Research Council UK
. The Istituto Nazionale di Alta Matematica (INdAM), Italy
. The Netherlands Organisation for Health Research and Development (ZonMw) / Netherlands Genomics
Initiative (NGI)
18. Private Practice Fund, The Canberra Hospital, Australia
19. Canadian Institutes of Health Research
20. National Medical Research Council, Singapore

LoOoNOULAEWNPRE

R R R R R R R R
NOoO U WNERO

4.6. YNaHCTBO y HAY4YHMUM U CTPYYHUM YApPYKEeHUMA

PaHuje

1. International Immunomics Society
2. |EEE Computer Society
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V AONMPUHOCK PA3BOJY YCJZIOBA HAYYHO-UCTPAXKUBAYKOT PALIA

5.1.1. ®opmupatbe nabopartopumje

1.

2.

Mpodecop bpycuh je gupekTop Nlabopatopuje 3a NMNameTHy MeanuymHy (Laboratory for Smart Medicine,
University of Nottingham Ningbo China), kojy je ycnoctasuo 2021.

NabopaTtopuje 3a 3apasctBeHy MHbopmaTuKy Ha bocTtoHckom YHuBep3utety 2013 roanHe. The Health
Informatics Lab (HILab) is part of the Master of Science in Health Informatics and the Health Informatics

certificate at the Department of Computer Science, Metropolitan College, Boston University. Computer
Science, Metropolitan College, Boston University, Boston MA. http://met-hilab.org/

5.1.2. dopmupare UcTparkmpaudke rpyne

1.

Mpodecop bpycuh je ocHMBaY M BMBLUK Wed UCTparkMBayKe rpyne (U UCTOMMeHOr oaceka) pyne 3a
npoHanaere 3Hara (Knowledge Discovery Group, Institute for Infocomm Research, Singapore) Kojy je
ycnocTtasmo 1999.

Mpodecop bBpycuh je ocHMBauy M wed wucTparkmayke rpyne CeH30pWU, CEH30PCKE MpeXKe, W
MHcTpyMmeHTauuje (Sensors, Sensor Networks, and Instrumentation Research Group) y Hunréy (University
of Nottingham Ningbo China), Kojy je ycnocrasno 2019.

5.1.3. HoBu uctpaxkmsauku npasum

1.
2.

Imunoinformatics
Smart Health Home

5.2. MeHTOpCTBO

5.2.1. MeHTOp BOKTOpPCKe aucepraumje

~

2022-on Sen Lin “Single cell RNA expression in mouse”. University of Nottingham Ningbo China.

2021-on Xin Lin “Machine learning methods for the analysis of SCT Data”. University of Nottingham
Ningbo China.

2021-on Tian Jia “Automated approaches to glacial landform mapping”. University of Nottingham Ningbo
China.

2020-on Minjie Lyu “Machine learning for diagnostic applications of single cell transcriptomes”. University
of Nottingham Ningbo China.

2020-on Tianhong Cai “Machine Learning and Pattern Recognition for Assessment of Currency Risks”.
University of Nottingham Ningbo China.

2020-on Joshua Lai “Monitoring pregnancy using wearables”. University of Nottingham Ningbo China.
2020-on Yinglun Li “Monitoring heart disease using wearables”. University of Nottingham Ningbo China.
2019-2024 Xiang Zhang “Monitoring sport activities using wearables”. University of Nottingham Ningbo
China.
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http://www.bu.edu/csmet/healthit/
http://www.bu.edu/csmet/
http://met-hilab.org/

10.

11.

12.

13.

14.

15.

16.

17.

18.

2019-2023 Jiahui Zhong “Single cell transcriptomics”. University of Nottingham Ningbo China.

2018-2023 Shuyu Li “Development and Implementation of indoor positioning system in healthcare”.
University of Nottingham Ningbo China.

2019-2022 Kun Shang “Thermal monitoring of electric machines using fibre-optic sensors with machine
learning algorithms”. University of Nottingham Ningbo China.

2012-2014 Lars R. Olsen “The prognostic, diagnostic, and therapeutic potential of tumor antigens”.
Copenhagen University, Denmark. (Now Associate Professor at Department of Drug Design and
Pharmacology, University of Copenhagen)

2006-2010 Asif M. Khan. PhD supervisor (Epitope based vaccines for viral infections), Department of
Microbiology, National University of Singapore. (Now Dean at Perdana University Graduate School of
Medicine, Malaysia)

2005-2009 Menaka Rajapakse, PhD supervisor (Applications of genetic algorithms in bioinformatics).
School of Computer Engineering, Nanyang Technological University, Singapore.

2005-2009 Olivo Miotto, PhD supervisor, (Biological knowledge aggregation) Department of
Biochemistry, National University of Singapore. (now Senior Senior Scientist and Fellow, Centre for
Genomics and Global Health, Nuffield Department of Medicine, University of Oxford, UK)

2004-2008 Zhang Guanglan PhD supervisor (Soft computing applied to immunoinformatics). School of
Computer Engineering, Nanyang Technological University, Singapore (now Assistant Professor at Boston
University)

2006 Songsak Tongchusak, PhD co-supervisor (Analysis of C. albicans virulence factors). Mahidol
University, Bangkok, Thailand. (now Senior Research Scientist in Siam Biosciences, Thailand)

2004-2006 Paul Tan Thiam Joo, PhD supervisor (Structure-function analysis of scorpion toxins)
Department of Biochemistry, National University of Singapore. (Now Laboratory Director at Cordlife
Group Ltd, Singapore)

5.2.2. MeHTOp MmacTtep paga

1.

2016-2017 Kamilya Sidikova, Nazarbayev University, Astana, Kazakhstan. “Clinical Scales for Assessing the
Risk of Autism”.

2016-2017 Feruza Kaiyr, Nazarbayev University, Astana, Kazakhstan. “Study of evolution of HLA genes
using pattern analysis”

2013-2014 Simon Koplev, Danish Technical University, Lyngby, Denmark (research done at Dana-Farber
Cancer Institute). (Now Bioinformatician at Icahn School of Medicine at Mount Sinai, NYC, USA).

2013 Jason Lucas, Boston University — online student. (Now PhD student).

2013 Jon Long, Boston University — online student. (Farmacist in New York).

2012-2013 Ulrich Kudahl “Development of generic workflows and tools for application in vaccine
development”, Danish Technical University, Lyngby, Denmark (research done at Dana-Farber Cancer
Institute). (Now PhD student at University of Cambridge, UK).

2011-2012 Christian Simon “Data mining system for the development of universal influenza vaccine”,
Danish Technical University, Lyngby, Denmark (research done at Dana-Farber Cancer Institute). (Now PhD
student at Danish Technical University).

2011 LarsR. Olsen “An Integrated Computational Framework for Vaccine Target Discovery in Flavivirus
spp.” MSc, Danish Technical University, Lyngby, Denmark (research done at Dana-Farber Cancer Institute).
(Now Assistant Professor at Technical University of Denmark)

2010 Esma Dilek, MSc (thesis) “Probe design optimization of HLA microarray by filtering uninformative
probes”, MET Computer Science, Boston University. (now Director at Istanbul Metropolitan Municipality,
Istanbul, Turkey)
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10.

11.

12.

13.

14.

2009 Heiny Ainling Tan, MSc (research) “Analysis of immune responses to influenza virus”, Department
of Microbiology, National University of Singapore. (now Manager, Industry Liaison Office at National
University of Singapore, Singapore)

2005 Asif M. Khan. MSc (research) “Viral genome screening for targets of immune responses”,
Department of Biochemistry, National University of Singapore. (now Assistant Professor and the Director
of Bioinformatics Center at Perdana University, Malaysia)

2002 Yu Kun, MSc (research) “Knowledge discovery in HIV immunology”, School of Computer Science,
National University of Singapore. (now Research Scientist at Eli Lilly and Company, Indianapollis, Indiana,
USA)

2001 Qua Chern Jin, MSc (thesis) “Kidney transplant database interface”, Singapore MIT Alliance, High
performance computing, National University of Singapore.

2001 Tam Soh Khum, MSc (thesis) “Prediction of kidney transplant outcomes”, Singapore MIT Alliance,
High performance computing, National University of Singapore. (now Assistant Director, DSTA, Singapore)

5.2.3. MeHTOp AMNAOMCKOr paaa

1.

10.

11.

12.

13.

14.

2021 Wan Leng Patricia Wong, Final year project dissertation “Big data analytics for assessing patterns
of air pollution”. Distinguished Final Year Project Award, School of Computer Science, University of
Nottingham Ningbo China.

2021 Haonan Chen, Final year project dissertation “Medical Blockchain for smart health home”. School
of Computer Science, University of Nottingham Ningbo China.

2021 Jiawei Wu, Final year project dissertation “Design and implementation of a financial blockchain
for portfolio management”. School of Computer Science, University of Nottingham Ningbo China.

2021 Xiaotian Xia, Final year project dissertation “Data repository for single cell analytics” . School of
Computer Science, University of Nottingham Ningbo China.

2020 Xin Lin, Final year project dissertation “Machine learning methods for single cell data analysis
using single cell RNA expression”. Distinguished Final Year Project Award, School of Computer Science,
University of Nottingham Ningbo China. Progressed to PhD studies, UNNC scholarship.\

2020 Xiaoman Ding, Final year project dissertation “Technical analysis of multiple financial assets”.
School of Computer Science, University of Nottingham Ningbo China.

2020 Zihui Luo,Final year project dissertation “Analysis of image photoplethysmography (IPPG) signals”.
School of Computer Science, University of Nottingham Ningbo China.

2020 Xuting Wu, Final year project dissertation “Multi sensor data management”. School of Computer
Science, University of Nottingham Ningbo China.

2020 Qian Chen, Final year project dissertation “Monitoring and analysis of sleep using sensors”.
School of Computer Science, University of Nottingham Ningbo China.

2019 Bangrui Zheng, Final year project dissertation “Analytics tools for single cell gene expression in
mouse”. School of Computer Science, University of Nottingham Ningbo China.

2019 Haoguo Wu, Final year project dissertation “Machine learning tools for prediction of cell subtypes
from single cell gene expression”. School of Computer Science, University of Nottingham Ningbo China.
2019 Kehan Bian, Final year project dissertation “Methods for analysis of large matrices”. School of
Computer Science, University of Nottingham Ningbo China.

2019 Tianhong Cai, Final year project dissertation “Visualization of currency trends”. School of
Computer Science, University of Nottingham Ningbo China. Progressed to PhD studies, UNNC scholarship.
2019 Yinglun Li, Final year project dissertation “Analysis of heart rate variation in healthy heart”. School
of Computer Science, University of Nottingham Ningbo China. Progressed to PhD studies, UNNC
scholarship.
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15.

16.

17.

18.

19.

20.

21.

22.

23.

24,

25.

26.

27.

2018 Chenxi Han, Final year project dissertation “Monitoring heart disease using mobile applications”.
School of Computer Science, University of Nottingham Ningbo China.

2018 lJinghan Liu, Final year project dissertation “Analysis of large ICU database for prediction of sepsis”.
School of Computer Science, University of Nottingham Ningbo China.

2018 lJingxian Liu, Final year project dissertation “Classification of single cell types from PBMC gene
expression patterns”. School of Computer Science, University of Nottingham Ningbo China.

2018 Xiang Zhang, Final year project dissertation “Single cell Big Data processing and summary
analytics”. School of Computer Science, University of Nottingham Ningbo China. Progressed to PhD
studies, UNNC scholarship.

2018 Zibo Zhang, Final year project dissertation “Single cell transcriptome data analytics for early
disease detection”. School of Computer Science, University of Nottingham Ningbo China. Progressed to
PhD studies, UNNC scholarship.

2016 llyas Kabimoldayev, Undergraduate thesis “The role of chemical elements in modification of
molecular pathways implicated in autism: a bioinformatics study”, School of Science and Technology,
Nazarbayev University.

2005 Lee Xuinjian, Kenneth, Honours thesis “Comparison of cytomegalovirus and elongation factor 1
alpha promoters to aid in the development of DNA vaccines”, Department of Microbiology, National
University of Singapore.

2005 Goh Wen Bin, Wilson, Honours thesis “TumorAntigen: a platform for cancer antigen analysis”,
Department of Microbiology, National University of Singapore. (now PhD Student at imperial College,
London, UK)

2004 Heiny Ainling Tan, Honours thesis “The antigenic diversity analysis of complete viral genome of
influenza A virus”, Department of Microbiology, National University of Singapore. (now Manager, Industry
Liaison Office at National University of Singapore, Singapore)

2003 Chia Chia Tan, Honours thesis “Allergen database”, Department of Biological Sciences, National
University of Singapore.

2002 Mohd. Asif Khan. Honours thesis “Characterisation of snake toxins”, Department of Biological
Sciences, National University of Singapore. (now Assistant Professor and the Director of Bioinformatics
Center at Perdana University, Malaysia)

2001 Paul Tan Thiam Joo. Honours thesis “Characterisation of scorpion toxins”, Department of
Biological Sciences, National University of Singapore. (now Senior Scientist at Health Sciences Authority,
Singapore)

2000 Fabian Lim, Honours thesis “Neural networks for peptide binding prediction”, School of Computer
Science, National University of Singapore. (now Pipeline Engineer at McDermott International Inc,
Singapore)

5.3. NMeparowku pag

5.3.3. HactaBHu npegmeTtn

2023

2023

Instructor of record: Boston University, MET Computer Science, graduate course CS580 (Health
Informatics) face-to-face — 10 students

Instructor of record: Boston University, MET Computer Science,  graduate course CS580 (Health
Informatics) online — 20 students

2022 Module convenor (instructor on record): School of Computer Science, undergraduate course COMP 3056

Ethics for Computing Professionals — 94 students.
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2021 Module convenor (instructor on record): School of Computer Science, undergraduate course COMP 3056

Ethics for Computing Professionals — 112 students.

2020 Module convenor (instructor on record): School of Computer Science, undergraduate course COMP 3056

Ethics for Computing Professionals — 126 students.

2019 Module convenor (instructor on record): School of Computer Science, undergraduate course COMP 3056

Ethics for Computing Professionals — 92 students.

2018 Module convenor (instructor on record): School of Computer Science, undergraduate course COMP 3056

2017

2017

Ethics for Computing Professionals — 65 students

Instructor of record (full course): Nazarbayev University, School of Science and Technology (Biology),
Biology Department, undergraduate course BIOL399 (Internship) — 10 students

Instructor: Nazarbayev University, School of Medicine (Master of Public Health), PUBH522 (Advanced
Analytical Epidemiology) — 25 students

2016 Instructor (one module): Nazarbayev University, School of Medicine, Medicine (Endocrine Disorders Course)

— 18 students

2016 Instructor (one module): Nazarbayev University, School of Medicine (Master of Public Health), PUBH531

2016

2016

2015

2014

2013

2013

2013

2012

2012
2012

2012

2012

(Emerging Infectious Disease) — 25 students

Instructor of record: Nazarbayev University, School of Science and Technology, Biology Department,
undergraduate course BIOL350 (Introduction to Bioinformatics with Lab) — 21 students

Instructor of record: Nazarbayev University, School of Science and Technology, Biology Department,
undergraduate course BIOL399 (Internship) — 2 students

Instructor of record: Nazarbayev University, School of Science and Technology, Biology Department,
undergraduate course BIOL399 (Internship) — 15 students

Instructor of record: Boston University, MET Computer Science, graduate course CS570 (Biomedical
Sciences and Health Information Technology) online — 24 students

Instructor of record: Boston University, MET Computer Science, graduate course CS580 (Health
Informatics) online — 20 students

Instructor of record: Boston University, MET Computer Science, graduate course CS570 (Biomedical
Sciences and Health Information Technology) online — 38 students

Instructor of record: Boston University, MET Computer Science, graduate course CS570 (Biomedical
Sciences and Health Information Technology) — 17 students

Curriculum development graduate course CS570 (Biomedical Sciences and Health Information
Technology) online

Curriculum development graduate course CS580 (Health Informatics) online

Instructor of record: Boston University, MET Computer Science, graduate course CS570 (Biomedical
Sciences and Health Information Technology) — 9 students

Instructor of record: Boston University, MET Computer Science, graduate course CS580 online (Health
Informatics) — 27 students

Instructor of record: Boston University, MET Computer Science, graduate course CS795 (Directed Study)
— 3 students
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2011

2010

2010

2009

2008

2008

2008

2007

2007
2006

2005

Instructor of record: Boston University, MET Computer Science, graduate course CS580 (Biomedical
Informatics) — 9 students.

Instructor of record: Boston University, MET Computer Science, graduate course CS580 (Biomedical
Informatics) — 17 students.

Student Supervisor, Special course: Advanced Immunoinformatics. Danish Technical University (Institute
for Systems Biology).

Instructor of record: Boston University, MET Computer Science (graduate course CS580 Biomedical
Informatics) — 16 students.

Lecturer, graduate seminar “Translational Bioinformatics: From Molecules to Vaccines” Graduate
Program in Bioinformatics, Boston University. Sep 15, 2008.

Guest Lecturer, undergraduate seminar "Development of Vaccines and Immunotherapeutics” taught as a
joint course between Brown University and University of Rhode Island (Bio 160/ BIOL1600, URI/MTC 594).
Feb 6, 2008.

Guest Lecturer, graduate seminar "Bioinformatics Applications for Analysis of Viruses and Cancer
Antigens", University of Rhode Island, IDeA Network of Biomedical Research Excellence, Seminar Series:
Fall 2007 - Spring 2008. Feb 5, 2008.

Co-Director, First Immunomics Summer School (Computer Modelling, from Molecules to Clinics) Catania,
24 August - 03 September, 2007, 40 students.

Guest Lecturer, Brown University, Providence Rl, USA (Bio 160, Development of Vaccines) — 20 students.

Instructor of record: Nanyang Technological University, Singapore (BI6129 Special Topics graduate module
— Bioinformatics Discovery) — 20 students.

Instructor of record: Nanyang Technological University, Singapore (BI6129 Special Topics graduate module
— Bioinformatics Discovery) — 20 students.

2005 One-day Course on “Bioinformatics and Autoimmunity” May 6, 2005 - Potenza, Italy, Organizers: Vladimir

2004

2004

2004

2003

2003

2002

Brusic, Marcella Attimonelli and Paolo Riccio, 50 attendees.

Invited lecturer (Databases and Warehouses for Bioinformatics) New Zealand Summer School of
Bioinformatics, Knowledge Engineering and Discovery Research institute, Auckland, New Zealand,
February 2004.

Instructor of record: Nanyang Technological University, Singapore (BI6129 Special Topics graduate module
— Bioinformatics Discovery) — 20 students.

Lecturer. National University of Singapore - Essential Bioinformatics and Biocomputing module (LSM2104
undergraduate module) — 290 students.

Invited tutorial. Biological Data Warehousing. Knowledge Discovery and Data Mining in Biological
Databases. The Tenth International Conference on Intelligent Systems for Molecular Biology (ISMB-2003)
Brisbane Australia June 29-July 3, 2003.

Lecturer and Curriculum co-Developer. National University of Singapore - Essential Bioinformatics and
Biocomputing module (LSM2104 undergraduate module) — 300 students.

Guest Lecturer and Curriculum co-Developer. National University of Singapore - Essential Bioinformatics
and Biocomputing module (LSM2104) — 300 students.
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5.4 MehyHapogHa capagHa

5.4.1. PykoBoheme npojeKtuma

1. 2019-2021 Ningbo Service Industry S&T Programme, Internet+ Smart Triage Tool and its
application in Ningbo Hospital (project code: 2019F1028), 3 years, 200,000 RMB (co-PI Vladimir
Brusic)

2. 2016-2018 NU Research University Development Program, Kazakhstan Autism Spectrum
Disorders registry — USD 250,000 (PI Vladimir Brusic)

3. 2013-2017 NIH, Expression signatures of TB-specific memory responses within the human
lung. Identify the transcriptional signatures, analyse genes significantly altered, gene sets and
pathways — USD 348,925 (co-PI Vladimir Brusic, Pl Richard Silver)

4. 2013-2014 Pfizer, Development of next-generation immunogenicity prediction tools - USD
144,900 (PI Vladimir Brusic).

5. 2013-2014 NIH sub-award 1U01AI089859-02x: Bioinformatics Infrastructure for HIPC:
Coordination of Implementation Phase - USD 193,895.

6. 2012-2013 NIH sub-award 1U01AI089859-02x: Bioinformatics Infrastructure for HIPC: Design
and Oversight Phase - USD 193,895 (Pl Vladimir Brusic).

7. 2011-2012 NIH sub-award 1U01AI089859-02x: Comparison and standardization of advanced
HLA typing methods - USD 297,049 (PI Vladimir Brusic).

8. 2011-2012 NIH sub-award 1UO01AI089859-02x: Bioinformatics Infrastructure for HIPC:
Planning and Initiation Phase, USD 270,498 (Pl Vladimir Brusic).

9. 2010-2011 NIH sub-award 1U01AI089859-01k: Human KIR variation profiling by microarray,
USD 175,000 (PI Vladimir Brusic).

5.4.2. Yuewhe Ha npojekTMma

1. 2023-2024 Horizontal funding from Lengyan Inc. (300,000 RMB) Smart Medicine — Smart
Health Home (to UNNC, Pl Vladimir Brusic).

2. 2019-2024 Ningbo Service industry S&T Programme (3315 Innovation Talent Grant),
Superdrive, 5 years, 5 million RMB. (co-Investigator Vladimir Brusic, 370,000 RMB)

3. 2010-2015 NIH Research Grant 1U01Al090043-01: Crossprotective CTL against Influenza. Key
Investigator (Total of 6,500,000 — PI Ellis Reinherz).

4. 2006-2009 Core funding grant (Cancer Vaccine Center, Dana-Farber Cancer Institute) USD
400,000 per annum for the Bioinformatics Core.

5. 2006-2008 IST-04-028069-STP. Commission of the European Communities, Information
Society Technologies, Specific Targeted Research Project, ImmunoGrid - The European Virtual

43



10.

11.

12.

13.

14.

15.

16.

17.

18.

Human Immune System Project, Project Number: 028069, € 203,244.00 (of the total €

1,951,042). V. Brusic was the proposer and scientific coordinator of the project.

2006 Support for MARIE Autoimmunity Course Budapest 11-Oct-2006. European Science

Foundation (€ 8,977).

2004-2008 Contract Award No. HHSN266200400085C (NO1-Al40085) — Large Scale Antibody
and T-Cell Epitope Discovery Program (under RFP-NIH-NIAID-DAIT-04-39). The contract is valued
at USD 509,609 (of total USD 7,279,857, project director Tom August of Johns Hopkins University).

2004 Core funding grant (Institute for Infocomm Research) $$2,000,000 (US$1,170,000) for the

Knowledge Discovery Department (one year).

2003-2004 Academic Research Fund, National University of Singapore. R-154-000-190-112,
Mapping alternate splice variants onto protein structure using biocomputing methods (one year).
Co-investigator with PI Shoba Ranganathan. Total amount $$70,780 (US$41,600).

2003-2007 NIH research grant 1 U19 AI56541-01, a multi-project grant. Project 1,

Computational identification of dengue virus T-cell epitopes. — Project leader for Project 1,

USS$290,000 (five years). (Overall project principal investigator Tom August, Johns Hopkins

Medical School)

2003 Analysis of SARS Coronavirus (CoV) Infection in Singapore Population Cohorts:

Asymptomatic SARS CoV Infection, Immunological Relationship with nonSARS CoV and the SARS

CoV Serotype (BMRC grant 3/1/55/20/282), SS 40,000 (USS 23,500) for computational analysis

of SARS CoV (one year). With Johns Hopkins Singapore — PI Tom August, total award amount

$$173,967 (USS100,000)

2003 Core funding grant (Institute for Infocomm Research) S$1,700,000 (USS1,000,000) for the

Knowledge Discovery Department (one year).

2002 Core funding grant (Laboratories for Information Technology) S$700,000 (US$411,800)

for the Discovery Systems Laboratory (one year).

1999-2002 S$727,750 (USS428,000) research and development grant from the National

Science and Technology Board of Singapore for the project Computational Immunology (three

years).

1998-1999 Co-investigator on the United States Public Health Service Grant (RO1 Al36478).

"T Cell Immunity to Preerythrocytic P. falciparum" (investigates targets of immune responses in

malaria infection). Principal investigator Prof. James W. Kazura, Case Western Reserve University,

Cleveland, OH, USA.

2006-2008 IST-04-028069-STP. Commission of the European Communities, Information

Society Technologies, Specific Targeted Research Project, ImmunoGrid - The European Virtual

Human Immune System Project, Project Number: 028069, € 203,244.00 (of the total €

1,951,042). V. Brusic was the proposer and scientific coordinator of the project.

2006 Support for MARIE Autoimmunity Course Budapest 11-Oct-2006. European Science

Foundation (€ 8,977).

2004-2008 Contract Award No. HHSN266200400085C (NO1-Al40085) — Large Scale Antibody
and T-Cell Epitope Discovery Program (under RFP-NIH-NIAID-DAIT-04-39). The contract is valued
at USD 509,609 (of total USD 7,279,857, project director Tom August of Johns Hopkins University).
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19.

20.

2003-2007 NIH research grant 1 U19 AI56541-01, a multi-project grant. Project 1,
Computational identification of dengue virus T-cell epitopes. — Project leader for Project 1,
US$290,000 (five years). (Overall project principal investigator Tom August, Johns Hopkins
Medical School)

1998-1999 Co-investigator on the United States Public Health Service Grant (RO1 Al36478).
"T Cell Immunity to Preerythrocytic P. falciparum" (investigates targets of immune responses in
malaria infection). Principal investigator Prof. James W. Kazura, Case Western Reserve University,
Cleveland, OH, USA.

5.4.3. Ctyaunjckm 60paBaK y MUHOCTPAHCTBY AYXKMU 04 2 mecela

1. 1986 Graduate research exchange program scholarship (one year), University of Montreal,
Canada.
2.1982 Undergraduate research exchange program scholarship, M.E.M. Institute for

Biomechanics, University of Bern, Switzerland.

3.2017-18 Visiting Professor, Kumamoto University, Kumamoto, Japan.

4.2002-03 Visiting Professor, Canberra Clinical School, The Canberra Hospital and University of

Canberra, Canberra, Australia.

5.5. OpgprkaBarwbe Hay4YHUX CKynoBa

Mpodecop Bpycuh je yyecTBOBaO Ha MHOTOBPOjHNM HAaYYHMM CKYMOBMMA Kao OPraHM3aTop W YaaH NPOrpamcKor
onbopa.

5.5.1. MpeaceaHuK nporpamcKor ogbopa 3

1.

2" HIPC Biostatistics and Bioinformatics Workshop, Yale University, New Haven CT, June 16, 2011. (Co-
chair)

15t HIPC Biostatistics and Bioinformatics Workshop, Mayo Clinic, Rochester MN, June 6-7, 2011. (Co-chair)
2006 International Congress of Immunogenomics and Immunomics (BCII 2006), Oct 8-12, 2006, Budapest,
Hungary, (Congress Co-chair)

3" Asia-Pacific Bioinformatics Conference (APBC 2005), Jan 17-21, 2005 Singapore (Chair organizing
committee) 15" Workshop on Genome Informatics (GIW 2004), Dec 13-15, 2004 Yokohama, Japan. (Co-
Chair Program Committee).

5.5.2. MpeaceaHUK opraHu3auumoHor og6opa 3
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1. 4™ Immunoinformatics and Computational Immunology Workshop (ICIW 2013), Washington, DC, USA.
September 22-25, 2013. (Co-chair, Organizing Committee).

2. 3™ Immunoinformatics and Computational Immunology Workshop (ICIW 2012), Orlando, FL, U.S.A.
October 7-10, 2012. (Co-chair, Organizing Committee)

3. 2" Immunoinformatics and Computational Immunology Workshop (ICIW 2011), Chicago IL, August 1, 2011
(Co-chair, Organizing Committee)

4. Singapore Immunoinformatics Symposium From databases to vaccines, March 1% 2004, Institute for
Infocomm Research, Singapore. (Organiser)

5. Bioinformatics and Protein Interactions Workshop Jun 10-12, 2002, Singapore. (Conference Chair).

5.5.3. CeKpeTap nporpamcKkor og6opa 2

1. 1% Baltic Conference Immunological Modelling: Theory and Practice, Riga Stradins University, Riga, Latvia,
13 - 15 May 2015. (Session Chair and Invited Speaker) “Big Data Analtics for Vaccine Development”

2. 11" International Conference on Bioinformatics (InCoB 2012), Bangkok, Thailand Oct 3-5, 2012. (Member,
Program Committee, Track Chair)

3. 4™ World congress of Cellular and Molecular Biology, October 7-12, 2005, Poitiers, France (Member
International Scientific Committee, Symposium Chair)

4. Immunoinformatics: Bioinformatics Strategies for Better Understanding of Immune Function. Novartis
Foundation Symposium 254, Oct 8-10, 2002 London, UK. (Invited Plenary Speaker, Conference Co-
convenor)

5.5.4. CeKpetap opraHusauymoHor og6opa 2

1. Ninth International Conference on Bioinformatics (InCoB 2010), September 26-28, Tokyo, Japan (Member,
Program Committee, Track Chair).

2. 1% International Conference on Basic and Clinical ImmunoGenomics. October 3-7, 2004, Budapest,
Hungary (Invited speaker, session chair).

3. 1%International Immunoinformatics Symposium: Immunology Meets Bioinformatics, Feb 26-27, 2004,
Yokohama, Japan. (Session Chair, Invited Speaker).

4. 14" Workshop on Genome Informatics, Dec 15-17, 2003 Yokohama, Japan. (Session Chair).

5.5.5. YnaH nporpamcKor ogbopa

1. Genome Informatics Workshop/International Conference on Bioinformatics, (GIW/InCoB 2015), Odaiba,
Tokyo, Japan, September 21-23, 2015. (Member, Program Committee, Speaker).

2. 13" International Conference on Bioinformatics, (InCoB 2014), Sydney, Australia, July 31 — Aug 2, 2014.
(Member, Program Committee, Speaker).

3. The 4™ International Conference on Computational Systems-Biology and Bioinformatics (CSBio),
November 7-9, Seoul, Korea, 2013. (Member, Program Committee)
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10.

11.

12.

13.

14.

15.

16.

17.

18.

19.

20.

21.

22.

23.

24.

25.

2013 ASE/IEEE Internationl Conference on Biomedical Computing, Washington DC, USA. September 8-14,
2013. (Member, Program Committee)

11t Asia Pacific Bioinformatics Conference APBC 2013. Vancouver, BC, Canada, January 21-23 2013.
(Member, Program Committee).

3" International Conference on Computational Systems-Biology and Bioinformatics (CSBio), Bangkok,
Thailand Oct 3-5, 2012. (Member, Program Committee)

10t Asia Pacific Bioinformatics Conference APBC 2013. Melbourne, Australia, January 17-19 2012.
(Member, Program Committee)

9t Asia Pacific Bioinformatics Conference APBC 2013. APBC 2011. Incheon, Korea, January 11-14 2011.
(Member, Program Committee)

1%t International Conference on Computational Systems-Biology and Bioinformatics (CSBio), Bangkok,
Thailand Nov 3-5, 2010. (Member, Program Committee)

IEEE Congress on Evolutionary Computation (IEEE CEC 2010). May 18-21, Trondheim, Norway
(Member, Program Committee)

8" International Conference on Bioinformatics (InCoB 2009), September 7-11, 2009, Singapore. (Member,
Program Committee).

2008 International Conference on Biomedical Engineering and Informatics (BMEI 2008), May 27-30, 2008,
Sanya, Hainan, China. (Member, Program Committee).

The 6th Asia Pacific Bioinformatics Conference APBC 2013. APBC2008. Kyoto, Japan, January 14-17, 2008.
(Member, Program Committee)

Sixth International Conference on Bioinformatics (InCoB 2007), 27 - 30 August 2007, HKUST, Hong Kong,
Hanoi, Vietnam and Nansha, China. (Member, Program Committee).

2007 IEEE Symposium on Computational Intelligence in Bioinformatics and Computational Biology, April
1-5, 2007, Honolulu, Hawaii. (Member, Program Committee).

2" International Conference on Biomedical and Pharmaceutical Engineering 2006 (ICBPE 2006), Dec 2-4,
2006, Singapore. (Member, Program Committee).

2006 Workshop on Pattern Recognition in Bioinformatics (PRIB 2006), August 20, 2006, Hong Kong.
(Member, Program Committee)

PAKDD 2006, 10th Pacific-Asia Conference on Knowledge Discovery and Data Mining, BioDM2006
Workshop, Apr 9-12, 2006, Singapore. (Workshop Member, Program Committee)

The 20™ IEEE International Conference on Advanced Information Networking and Applications (AINA
2006), April 18-20, 2006, Vienna University of Technology, Vienna, Austria. (Member Program
Committee).

16™ International Conference on Genome Informatics, December 19-21, 2005, Yokohama, Japan.
(Member, Program Committee)

2" International Immunoinformatics Symposium, March 7-9, 2005, Boston, USA. (Member, Scientific
Program Committee). 2" European Workshop on Data Mining and Text Mining for Bioinformatics. Sep 24,
2004, Pisa, Italy. (Member Program Committee)

International Workshop on Knowledge Discovery in BioMedicine (KDbM-04). (PRICAI 2004 Workshop 6)
Aug 9, 2004, Auckland, New Zealand. (Member Program Committee).

12 International Conference on Intelligent Systems for Molecular Biology and 3™ European Conference
on Computational Biology (ISMB ECCB 2004), July 31-August 4 2004, Glasgow, UK. (Member, Program
Committee).

9™ International Conference on Database Systems for Advanced Applications (DASFAA 2004). 24-27
February, 2004, Jeju Island, Korea. (Member Program Committee).

7% European Conference on Principles and Practice of Knowledge Discovery in Databases ECML/PKDD-
2003, Workshop on Data Mining and Text Mining for Bioinformatics, September 22-26, Dubrovnik, Croatia.
(Member Program Committee).
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26. 8™ International Conference on Database Systems for Advanced Applications (DASFAA 2003). 26 - 28
March, 2003, Kyoto, Japan. (Member Program Committee).

27. 13" Workshop on Genome Informatics, Dec 16-18, 2002 Tokyo, Japan. (Member Program Committee).

28. 12th Workshop on Genome Informatics, Dec 17-19, 2001 Tokyo, Japan. (Member Program Committee).

29. Symposium: Trends in Knowledge Discovery from Databases, Singapore, 29th June 1999. (Speaker,
Program Committee Member).

5.5.6. YnaH opraHusauymnoHor ogbopa

1. The 2" ISV Pre-conference Computational Vaccinology Workshop (ICoVax 2012), Shanghai, China,
October 13, 2012. (Member Organizing Committee)

2. Joint Singapore-Canada workshop The Interface of Biology with Information Technology, March 17-18,
2003, Singapore (Member Organising Committee, Invited Plenary Speaker)

VI OPTAHU3ALUUIA HAYYHOTI PAOA

6.5. PykoBohere HayuyHMM UHCTUTYLMjama

6.5.1. UHcTUTYTH

2015-2017, Director of Bioinformatics Center, Nazarbayev University
6.5.2. PaKkyntetn

2014-2015 fekaH — Dean, School of Science and Technology, Nazarbayev University, Astana, Kazakhstan.
6.5.3. Opceun, cmeposu

2012-2014 Associate Director, Health Informatics Graduate Program, Metropolitan College, Boston
University, Boston MA.

2003-2005 Head, Knowledge Discovery Department, Institute for InNfocomm Research (former KRDL, LIT),
Singapore. The department had 42 staff and students and the annual budget of 1.2 million USD

6.5.4. JlTabopatopuja

2006-2014 Director of Bioinformatics, Cancer Vaccine Centre, Dana Farber Cancer Institute, Harvard Medical
School, Boston, MA.

1998-2005 Laboratory Head (Discovery Systems Laboratory), Institute for Infocomm Research (former KRDL,
LIT), Singapore.

6.5.5. Kategpe
2018-2023, Li Dak Sum Chair Professor of Computer Science, University of Nottingham Ningbo China
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6.6 PykoBohem€e 1 akTMBHOCTU y APYrMm ApyLUTBUMA:

6.6.1 HayuHum

2010- 2013. Member, International Scientific Advisory Board, Immunology Frontier Research Center
(IFReC), Osaka University, Osaka Japan.

2011 -2012 Panel Member (Smart Health and Wellbeing Program), National Science Foundation.
2005 — 2010 Board Member, Asia-Pacific Bioinformatics Network (APBioNet)

2004 — 2008 International Scientific Advisory Board Member, Knowledge Engineering and Discovery
Research Institute (KEDRI), Auckland University of Technology, Auckland, New Zealand

2008 — 2010. President, International Immunomics Society.

2003 — 2007 Vice-President of the International Immunomics Society.

2003 — 2006 Board Member, Association of Asian Societies of Bioinformatics.

2004 - 2005, Vice-president, Association for Medical and Bio Informatics, Singapore.

2003 — 2004, Honorary Secretary, Association for Medical and Bio Informatics, Singapore.

6.6.2 CtpyyHMm
2014 - 2015 Technical Expert. European Comision Horizon 2020. (Horizon 2020 program)

2010 - 2011 Technical Expert. European Comission FP7.
2006 — 2007 Advisory Board Member, EuroPhysiome, A Roadmap to the Virtual Physiological Human.

2004 — 2005 Technical Advisor for the Engineering Science in Medicine (ESiM) Techscan Panel, Singapore
(advising Ministry of Trade and Industry).
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